INC_019475.2:18999999..19800000 Ovis aries breed Texel chromosome 18, Oar_v4.0, whole genome shotgun sequence

Genes, NCBI Ovis aries Annotation Release 102, 2015-12-22
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Supplementary Figure 2. ~800Kbp window on chromosome 18 including genes mainly populated by MY ADM-like genes and significant SNPs.



