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regulation of locali...
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regulation of protei...
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71 / 617

GO:0032989
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protein targeting to...
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regulation of glucos...
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GO:0046326
positive regulation ...

0.002064
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regulation of nucleo...
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intracellular transp...
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organ development
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stem cell differenti...
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cellular development...
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regulation of biolog...
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regulation of cellul...
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486 / 3477
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regulation of transp...
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localization
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regulation of protei...
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GO:0051234
establishment of loc...
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cellular localizatio...

0.668608
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protein complex biog...
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cellular macromolecu...
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protein complex subu...

0.040642
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GO:0071840
cellular component o...

0.713000
382 / 2627

GO:0072594
establishment of pro...

0.744716
42 / 325
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positive regulation ...
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regulation of protei...
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positive regulation ...
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single−organism loca...
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single−organism cell...

0.780281
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single−organism intr...
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single−organism nucl...
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regulation of protei...
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