S2 Figure
A
Dd2F145Icrt VS. Dd2Dd20rt

Dd2G353Vcrt VS. Dd2Dd20rt

Dd23D7crt VS. Dd2Dd2crt
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Dd2F145lcr1 VS. Dd2Dd2(:r1

Dd2G353VCrT VS. Dd2Dd2cn

Dd23D7cr1 VS. Dd2Dd20r1
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