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Reviewer Comments to Author:

n this work, Stephens et al present improved reference genomes from four Hawaian coral species using
a combination of short and long read sequencing as well as linkage information in one assembly. They
also sequence the first triploid coral. | believe this data will be a valuable resource to the larger coral
community and are thus a good fit for a GigaScience Data Note. Overall, the methods are largely sound,
appropriate and reproducible. Some small suggestions to improve are:

1) The manuscript would benefit from workflow diagrams describing the entire workflow and potentially
a separate diagram for the assembly and annotation pipeline.

2) The improved assemblies will be beneficial to the research community. Could you clarify whether the
old assemblies were utilised in any way during the construction of the improved assemblies?

3) L204: "Functional annotation of gene models was done using the NCBI Conserved Domain Search (CD-
Search) [42], the eggNOG-mapper [43], and the KEGG Automatic Annotation Server (KAAS)". Is this
functional data described in the manuscript? Is it available?

4) You note large differences in the number of predicted genes between species and mention
assemblies qualities may impact this. Was there anything characteristic about the genes found uniquely
in Por. Compress versus the other assemblies? Did you examine whether there are any functional
differences between the genes?

5) You state "the best (longest) gene models were manually selected based on results of BLASTp search"
however this is not always true. For the two methods, do you have the breakdown for the number of
times the transcripts differed and if so which method predicted the longer transcript?

6) Could you further explain how symbiont sequence data was handled? For one species you say "from a
colony that was greatly reduced in algal symbionts" but for others no such claims are made. You speak
of general contamination filtering strategies but given this is coral you might want to specifically
describe if anything specific was done for the handling of symbiont sequence.

7) In Figure 1A/B, it would be clearer to highlight the region blown up in the magnified images.

8) L437 "caused by the presence haplotigs" -> typo "of haplotigs"
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