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Figure S1. Immunohistochemical staining of CDK5RAP3 and UFM1
expression in gastric cancer tissues and the criteria for immunohistochemical

scoring after a positive signal intensity.
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Figure S2. mRNA levels of CDK5RAP3 in cancer and paracancerous
tissues in pairs. (A) in the GSE118916 database with 15 cases. (B) in the

GSE122401 database with 80 cases. (C) in the GSE130823 database with 47

cases.
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Figure S3. Overall survival of patients with low or high CDK5RAP3
expression. (A) in the GSE13861 database. (B) in the GSE15459 database.

(C) in the GSE66229 database. (D) in the TCGA database.
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Figure S4. Overall survival of patients with low or high UFM1 expression.
(A) in the GSE13861 database. (B) in the GSE15459 database. (C) in the

GSE66229 database. (D) in the TCGA database.
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Figure S5. Disease-free survival of patients in the GSE66229 database. (A)
with low or high CDK5RAP3 expression. (B) with low or high UFM1
expression.



