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Supplementary information, Fig. S8. MS2 spectrum of a peptide-RNA mononucleotide (s4U
minus H2S) crosslink derived from MAC/MACOM, corresponding to Fig. 7a. Raw data were
search against a FASTA database consisting of the protein sequences of the proteins in the complexes

using RNPxI node combined in PD software with 0.01 FDR.



