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Supplementary Figure 1. Gating strategy for detection of IFN-y"/IL-

2"/TNF-a" Cells within CD4" and CDS'T cell populations.
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Supplementary Table 1. S spike peptide pool from Wuhan-Hu-1 strain.

Each peptide is 18 amino acids in length with 7 amino acids offset and 11

amino acids overlapped.
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YENQKLIANQFNSAIGKI
ANQFNSAIGKIQDSLSST
IGKIQDSLSSTASALGKL
LSSTASALGKLQDVVNQON
LGKLODVVNQONAQALNTL
VNONAQALNTLVKQLSSN
LNTLVKQLSSNFGAISSV
LSSNFGAISSVLNDILSR
ISSVLNDILSRLDPPEAE
ILSRLDPPEAEVQIDRLI
PEAEVQIDRLITGRLQOSL
DRLITGRLQSLQTYVTQQ
LOSLOTYVTQQLIRAAET
VITQQLIRAAETRASANLA
AAETIRASANLAATKMSEC
ANLAATKMSECVLGQSKR
MSECVLGQSKRVDEFCGKG
QSKRVDFCGKGYHLMSE'P
CGKGYHLMSFPQSAPHGV
MSFPOSAPHGVVFLHVTY
PHGVVFLHVTYVPAQEKN
HVTYVPAQEKNFTTAPAT
QERKNFTTAPATICHDGKAH
APATICHDGKAHEFPREGVE
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QIITTDNTEVSGNCDVVI
TEVSGNCDVVIGIVNNTV
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IDRLNEVAKNLNESLIDL
AKNLNESLIDLQELGKYE

SLIDLOQELGKYEQYIKWP *

Note: * End of sequence, overlap 12 AA




