
Description of Additional Supplementary Files
File Name: Supplementary Data 1
Description: List of differentially expressed genes identified by CLIMB and DESeq2 in each of the
studied lineages.

File Name: Supplementary Data 2
Description: Full GO analysis results for differentially expressed genes identified by CLIMB in the
erythroid lineage.

File Name: Supplementary Data 3
Description: Full GO analysis results for differentially expressed genes identified by CLIMB in the
megakaryocytic lineage.

File Name: Supplementary Data 4
Description: Full GO analysis results for differentially expressed genes identified by CLIMB in the
myeloid lineage.

File Name: Supplementary Data 5
Description: Full GO analysis results for differentially expressed genes identified by DESeq2 in the
erythroid lineage.

File Name: Supplementary Data 6
Description: Full GO analysis results for differentially expressed genes identified by DESeq2 in the
megakaryocytic lineage.

File Name: Supplementary Data 7
Description: Full GO analysis results for differentially expressed genes identified by DESeq2 in the
myeloid lineage.

File Name: Supplementary Data 8
Description: Identifiers for subset of DNase-seq experiments used from Meuleman et al. (2020)
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