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Figure S8.
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Figure S9.
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Suppl. Table 1. Protein concentration and percentage in LPS. 
 LPS (10 µg/ml) 
 E. coli K. pneumoniae P. aeruginosa (PAO1) 

Protein concentration (µg/ml) 0.65172 1.14952 0.07532 
Protein percentage (%) 6.5172 11.4952 0.7532 

 
  



 
Suppl. Table 2. Sequences of qPCR primers 

 
 
 

Target Forward sequence (5’ to 3’) Reverse sequence (5’ to 3’) 
mouse Tnfa GCCTCTTCTCATTCCTGCTTG CTGATGAGAGGGAGGCCATT 
mouse Il6 GAGGATACCACTCCCAACAGACC AAGTGCATCATCGTTGTTCATAC 
mouse Il1b GGAGAACCAAGCAACGACAAAATA TGGGGAACTCTGCAGACTCAAAC 
mouse Cxcl1 CAATGAGCTGCGCTGTCAGTG CTTGGGGACACCTTTTAGCATC 
mouse Cxcl2 CCAAGGGTTGACTTCAAGAAC AGCGAGGCACATCAGGTACG 
mouse Cramp GCCGCTGATTCTTTTGACAT GCCAAGGCAGGCCTACTACT 
mouse Gapdh GGAGAAACCTGCCAAGTATG TGGGAGTTGCTGTTGAAG 


