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Supplementary Table 1
Genotyping oligonucleotides

Sequences
Ckb (WT and conditional alleles):
Ckb forward AGG TGG TGG CTAGAG TGAGC
Ckb reverse CAAGGATCCCACTGCTCTTC
Adrb1:
Adrb1” forward TCG CTACCAGAG TTT GCT GA
Adrb1” reverse GGC ACG TAG AAG GAG ACG AC
Adrb1” forward TCG CCTTCTTGACGAGTTCT
Adrb1 reverse TGG CTC TCT ACACCT TGG AC
Ebf1/Ebf2 (WT and conditional alleles):
Ebf1 forward CCCCCACTTCTT GAG GCCTGTGTT GC
Ebf1 reverse CCT GGG AGT GGA GGG AGG AAG GAA AAT
Ebf2 forward GAACTT GGG GCCAGCCTTTT
Ebf2 reverse TGT CCT TGAGCT CCC AGG CT
Essra/Essrg (WT and conditional alleles):
Essra forward ATG AGC CAG GAT GCAGGT GCCTGCA
Essra reverse GGC TGAGGC AAAGGG ATGGAG GGG T
Essrg forward GTT TTAAAG GCC CTT GGT GAT CTC GC
Essrg reverse CTG CAACCCTTG GAC TGC CAG AAC
Ppargcia (WT and conditional alleles):
Ppargc1a forward TCC AGT AGG CAG AGATTT ATG AC
Ppargc1a reverse TGTCTG GTT TGACAATCT GCTAGG TC
CAG-LSL-Gq-DREAD:
GgDREADD forward CGC CAC CAT GTACCCATAC
GqDREADD reverse GTG GTACCG TCT GGA GAG GA
AdipoqCre:
AdipoqCre forward ACG GAC AGAAGCATTTTC CA
AdipoqCre reverse GGATGT GCCATG TGAGTC TG
Ucp1CreERT2:
Ucp1CreERT2 forward GAA CCT GAT GGA CAT GTT CAG G

Ucp1CreERT2 reverse AGT GCG TTC GAACGC TAGAGCCTG T



Supplementary Table 2
RT-gPCR oligonucleotides (mouse)

Ckb forward
Ckb reverse
Alpl forward
Alpl reverse

Ppargc1a forward
Ppargc1a reverse

Esrra forward
Esrra reverse
Esrrg forward
Esrrg reverse
Ucp1 forward
Ucp1 reverse
Ebf1 forward
Ebf1 reverse
Ebf2 forward
Ebf2 reverse
Ppib forward
Ppib reverse
36b4 forward
36b4 reverse

Sequences

GCC TCACTC AGATCG AAACTC
GGCATG TGAGGATGT AGC CC
CCAACTCTTTTG TGC CAG AGA
GGC TACATTGGTGTTGAGCTTTT
AGC CGT GAC CACTGACAACGAG
GCT GCATGG TTCTGAGTG CTAAG
CCAGAG GTGGACCCTTTGCCTTTC
CAC CAG CAG ATG CGA CAC CAG AG
CTC CAG CAC CAT CGT AGAGGATC
GAT CTCACATTCATTCGTGGC TG
AAG CTG TGC GAT GTC CAT GT

AAG CCA CAAACC CTT TGA AAA
CCAACA GCG AAAAGACCAATAA
TGT TCT GTC CGT ATC CCATTG
CCAGCT CTG AAAGAC AAG TCG
GAG GTT GCT TTT CAA AAT GGG C
GGA GAT GGC ACAGGAGGAA

GCC CGTAGT GCTTCAGCTT
TCATCC AGCAGG TGTTTG ACA
GGC ACC GAG GCAACAGTT

RT-gPCR oligonucleotides (human)

CKB forward
CKB reverse

Sequences
ACT TCA GAA GCG AGG CAC AG
GAT GAG CAG CTT CACTCC GT

ADRA1A forward AAT GCT TCC GAC AGC TCC AA
ADRA1A reverse TAG TGC GTG ACT GAG TGC AG
ADRB1 forward GTG GCC CTG CGC GAG CAG AAG
ADRB1 reverse  GCG TAG CCC AGC CAG TTG AAG A
ADRB3 forward CTCCCCTGG TTCCATTCCTT
ADRB3 reverse  TGG TCTTTT CTACCC TGC TGC
PPIA forward TCC TGG CAT CTT GTC CAT

PPIA reverse TGCTGG TCTTGCCATTCCT



Supplementary Table 3
ChIP-gPCR oligonucleotides (mouse)

Sequences
ERRa -550 (positive control)
ERRa -550 forward GTG GCCCCGCCTTTCCCCGTGACCTTCATT
ERRa -550 reverse ACC CCT GAG GAC CCT CAAGTG GAG AAG CAG
ERRa -3722 (negative control)
ERRa -3722 forward TTG GCATTG ATATTG GGG GTG GGA GCAACT
ERRa -3722 reverse GACTTCTTACTT TGACGC TTT CCT CCATCG
Prox1 -55772 (negative control)
Prox1 -55772 forward CCAAGC ACAAAT ATCTAATCACCCTTTC
Prox1 -55772 reverse CTT CTT GAT AGG TTT ATG GGT TGG GC

Ckb DAR 1
Ckb DAR 1 forward
Ckb DAR 1 reverse
Ckb DAR 2
Ckb DAR 2 forward
Ckb DAR 2 reverse
Alpl DAR 1
Alpl DAR 1 forward
Alpl DAR 1 reverse
Alpl DAR 2
Alpl DAR 2 forward
Alpl DAR 2 reverse
Alpl DAR 3
Alpl DAR 3 forward
Alpl DAR 3 reverse
Alpl DAR 4
Alpl DAR 4 forward
Alpl DAR 4 reverse
Alpl DAR 5
Alpl DAR 5 forward
Alpl DAR 5 reverse
Alpl DAR 6
Alpl DAR 6 forward
Alpl DAR 6 reverse
Alpl DAR 7
Alpl DAR 7 forward
Alpl DAR 7 reverse
Alpl DAR 8
Alpl DAR 8 forward
Alpl DAR 8 reverse

chr12:111672017-111672490

GAC CTG CAAACCACTTGG GACC
GAT GCG CTG GAC TCT GAC GAT G
chr12:111670556-111670909

CAG ACG CCAAAG AGACTG GTCA
CCTAGTTTG TGC AGT GCCTCCC
chr4:111672017-111672490

CACTGG CCCCATACTTCAGGGT
AGG CTT CTCAGC TCT TGG GGAG
chr4:111670556-111670909

GGG CAG AAG GCT TGT CCAAGG G
GAG CTG ACATGT CCA GAA AAG AGC
chr4:111672017-111672490

TTC TTC TCACAA GCC CCAGGC
AGG CTC CCCGGT GACCTTTTAG
chr4:111670556-111670909

GGC TGC CAG AGC TGG AAATCAG
AAC CCATGAGGC TGTCTG GTG T
chr4:111672017-111672490

GTC ACT GAC CCAGCAACT ATAGCC
TCT AGG GTC AAT ATC CTG CCC A
chr4:111670556-111670909

TTG CTG TCC CAT CTG TAC CTG A
TGG TGA CCT CTT AAC AAC AGAGTG GC
chr4:111672017-111672490

AGG CCACTC ACCTCT GCAGTC
GGAGGG TGG AGC TAG GGG TGAT
chr4:111670556-111670909)
TCCCCTCCCTTTTGCTTTGTT TC
GCATTT CAAGGT GGC AGC CAG A



