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***

Lactobacillus iners (22.67%, n=117)

Lactobacillus crispatus (24.61%, n=127)

Gardnerella vaginalis (19.19%, n=99)

Lactobacillus sp. 7_1_47FAA (4.46%, n=23)

Bifidobacterium breve (3.29%, n=17)

Lactobacillus jensenii (2.91%, n=15)

Lactobacillus gasseri (2.91%, n=15)

Atopobium vaginae (2.13%, n=11)

Lactobacillus johnsonii (1.55%, n=8)

Streptococcus anginosus (1.36%, n=7)

Chlamydia trachomatis (1.16%, n=6)
Diverse

    (7.56%，

Multi-subtypes (6.20%, n=32)
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