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[ ] e PWY-841: superpathway of purine nucleotides de novo biosynthesis |
L DENOVOPURINE2-PWY: superpathway of purine nucleotides de novo biosynthesis
| . of purine
| of degradati
* PWYB6-389: phytol degradation
. + - HSERMETANA-PWY: L-methionine biosynthesis
| HISDEG-PWY: L-histidine degradation |
.. PWY-3781: aerobic respiration | (cytochrome c)

de
PWY4FS-8: phosphalldylaiycorol b | (non-plastidic)
PWY4FS-7: phosphatidylglycerol (plastidic)
PHOSLIPSYN-PWY- SUPErpathway of phospholipid biosynthesis | (bacteria)

of degradation
PWY-922: mevalonate pathway |
COMPLETE-ARO-PWY: superpathway of aromatic amino acid biosynthesis
ARO-PWY: chorismate biosynthesis |
PWY-6163: chorismate biosynthesis from 3-dehydroquinate

maturation containing)
PWY0-1296: purine ribonucleosides degradation
PWY-6609: adenine and adenosine salvage I
RIBOSYN2-PWY: fiavin biosynthesis | (bacteria and plants)
ASPASN-PWY: superpathway of L-aspartate and L-asparagine biosynthesis
SER-GLYSYN-PWY: superpathway of L-serine and glycine biosynthesis |
PWY-6703: preQO biosynthesis
PWY-6700: queuosine biosynthesis
PWY-6897: thiamin salvage
PYRIDNUCSYN-PWY: NAD biosynthesis | (from aspartate)
PANTOSYN-PWY: pantothenate and coenzyme A biosynthesis |
PWY-6608: guanosine nucleotides degradation

—phosphate degradation

PWY-7663: gondoate biosynthesis (anaerobic)
PWY-5973: Gis-vaccenate biosynthesis

(from glycine)
PWY-5188: tetrapyrrole biosynthesis | (from glutamate)
PWY-5918: superpathay of heme biosynthesis from glutamate
HEME-BIOSYNTHESIS-II: heme biosynthesis | (aerobic)
PWY0-1261: anhydromuropeptides recycl
PWY-5484: glycolysis Il (from fructose 6-phosphate)
GLYCOLYSIS: giycolysis | (rom glucose 6-phosphate)

~ PWY-1269: CMP-3-deoxy-D-manno-octulosonate biosynthesis |

[ PWY-6628: superpathway of L-phenylalanine biosynthesis
- [ PWY-7199: pyrimidine deoxyribonucieosides salvage
TCA: TCA cycle | (prokaryotic)
+ PWY-5690: TCA cycle Il (plants and fungi)
DAPLYSINESYN-PWY: L-lysine biosynthesis |
METSYN-PWY: L-homoserine and L-methionine biosynthesis
MET-SAM-PWY: superpathway of S-adenosyl-L-methionine biosynthesis
HOMOSER-METSYN-PWY: L-methionine biosynthes
ynthesis (transsulfuration)
m
PWY-6123: inosine-5"-phosphate biosynthesi
ARGSYNBSUB-PWY: L-arginine biosynthesis l (acetyl cycle)
m ILEUSYN-PWY: L-isoleucine biosynthesis | (from threonine)
. BRANCHED-CHAIN-AA-SYN-PWY: superpathway of branched amino acid biosynthesis
- PWY-5103: L-isoleucine biosynthesis I
- PWY-3001: superpathway of L-isoleucine biosynthesis |
o VALSYN-PWY: L-valine biosynthesis
. PWY-7111: pyruvate fermentation to isobutanol (engineered)
£ PWY-6936: seleno-amino acid biosynthesis

HISTSYN-PWY: L-histidine biosynthesis
PWY=1042: glycalyss IV

PWY~7208: superpathway of pyrimidine nucieobases salvage
+ superpathway of guanosine nucleotides de novo biosynthesis.
. superpathway of guanosine nucleotides de novo biosynthesis |
pyrimidine deoxyribonucleatide phosphoryation

de novo biosynthesis (€. coli)

lycerol biosynthesis |
~PWY: laclose and g 1
PANTOSPUN: phosphopantothenate biosynthesis |
NONMEVIPP-PWY: methylerythritol phosphate pathway |
PWY-6737: starch degradation
CALVIN-PWY: Calvin-Benson-Bassham cycle
GLYCOGENSYNTH-PWY: glycogen biosynthesis | (from ADP-D~Glucose)
DTDPRHAMSYN-PWY: dTDP-L-rhamnose biosynthesis |
PWY-6385: peptidoglycan biosynthesis Il (mycobacteria)
PENTOSE-P-PWY: pentose phosphate pathway
NONOXIPENT-PWY: pentose phosphate pathway (non-oxidative branch)
PWY-6277: of biosynthesis
PWY-6122: 5-aminoimidazole ribonucieotide biosynthesis
PWY-5686: UMP biosynthesis
PWY-5100: pyruvate fermentation to acetate and lactate Il
PWY-6387: UDJ biosynthesis | ( containing)
biosynthesis | containing)
biosynthesis I (I 9
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ing blocks biosynthesis (E. coli)
CMET2-PWY: N10-formyl-tetrahycrofolate biosynthesis
PWY-3841: folate transformations

PWY-7560: methylerythritol phosphate pathway

PWY-6270: isoprene biosynthesis |

TRNA-CHARGING-PWY: tRNA charging

- PWY-5384: sucrose degradation IV (sucrose phosphorylase)

PWY-4041: Sgammacglutamy| cycle
- UDJ biosynthesis |

PIV-GT focrote degradation Il (sucrose invertase)
PWY-724: superpathway of L-lysine, L-threonine and L-methionine biosynthesis Il
PWY-5097: L-lysine biosynthesis VI

~lysine biosynthesis I

~lysine biosynthesis I
PWY-6317: galactose degradaton | (Leloi pathway)
P161-PWY: acetylene degradation

group




