
Supplementary Figure 1. A summary of the ‘d’Anjou’ genome assembly pipeline. 





Supplementary Figure 2. Dot plot of chromosome alignments of Bartlett.DH_v2 (x axis) and 
d’Anjou_v1 (y axis). 



Supplementary Figure 3. A cladogram of the plant species used in this study. Rosaceae 
species except Prunus persica were classified into the 26 genome scaffold version 2. Genes 
from these species followed the same color scheme in the phylogenetic trees in this 
manuscript. 


Striga_asiatica
Mimulus_guttatus
Utricularia_gibba
Solanum_lycopersicum
Beta_vulgaris
Populus_trichocarpa
Manihot_esculenta
Theobroma_cacao
Arabidopsis_thaliana
Carica_papaya
Medicago_truncatula
Phaseolus_vulgaris
Malus_domestica
Malus_sylvestris
Malus_sieversii
Pyrus_bretschneideri
Pyrus_ussuriensis
Pyrus_communis
Prunus_avium
Prunus_persica
Rubus_occidentalis
Fragaria_vesca
Rosa_chinensis
Eucalyptus_grandis
Vitis_vinifera
Aquilegia_coerulea
Nelumbo_nucifera
Oryza_sativa
Sorghum_bicolor
Elaeis_guineensis
Musa_acuminata
Spirodella_polyrhiza
Amborella_trichopoda
Pinus_taeda
Selaginella_moellendorffii
Physcomitrella_patens



Supplementary Figure 4. Sequence comparison of genomic fragments where an IPT gene is 
expected to be located in various Pyrus genomes. Pyrco: Pyrus communis; Pyrbr: P. 
bretschneideri; Pyrusco: P. ussuriensis x communis. Sequence 2 is the original Bartlett.DH_v2 
assembly and Sequence 3 is the polished assembly. 






Supplementary Figure 5. Phylogram of the IGT gene family. Same phylogenetic tree as Figure 
5.
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Supplementary Figure 6. 
Phylogeny of the PIN gene 
family inferred with the 26 
genomes scaffold and P. 
bretschneideri PIN genes 
identified in reference Qi et al., 
2020.
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