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Antibodies
Antibodies used

The metabolomics and lipidomics data has been deposited at Zenodo, under the following DOI: 10.5281/zenodo.5495849. The mass spectrometry proteomics data
have been deposited to the ProteomeXchange Consortium via the PRIDE partner repository with the dataset identifier PXD026045. Sc-RNA-seq data is deposited at
GEO (accession number GSE174414). All other data needed to evaluate the conclusions of the study are present in the paper or in the supplementary materials.
Additional data are available from the corresponding authors upon reasonable request.

No statistical method was used to predetermine sample size. Standard considerations based on expected variations from previous
experiments [10.1126/science.aat9689, 10.15252/embj.2020104494] were applied to determine the necessary repeats to ensure
reproducibility and statistical significance. The corresponding number of events that was analyzed is indicated in the Figure legend or
Methods section.

No data were excluded from analyses.

We have indicated the number of independent experiments performed in the figure legends or the Methods section.

No randomization was performed for this study.

No blinding was performed for this study.

anti-HSP60, Cell Signalling Technology, Cat#12165S

anti-TOM20, Cell Signalling Technology, Cat#42406S

anti-ATG7, Cell Signalling Technology, Cat#8558S

anti-TIM23, Becton Dickinson, Cat#611222

anti-CS Santa Cruz, Cat#sc-390693

anti-PRKN, Santa Cruz, Cat#sc-32282




