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S4 Fig. Soma sizes of RGCs for animals M2 and M3 across chromatic functional groups. Observer 1 used the open source 
software GIMP to segment RGCs in fluorescence images from M2 (large FOV), M3 (large FOV) and M3 (small FOV). The 
ellipse tool was used to segment the rough boundary of individual RGCs. Observer 2 used the open source software ImageJ 
to segment the same RGCs in fluorescence images from M2 and M3 using a hand tracing tool to trace the observable 
edges of each cell’s fluorescence. Under both methods, the area for each cell was computed in terms of pixels2 and then 
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, where 291.2 μm/deg is the 

human model eye visual angle to retinal extent conversion, 24.2 mm is the human model eye axial length, 496 pixels is 
the width of the imaging PMT used in the AOSLO system, axial length is the animal’s axial length in mm, and FOV width is 
the width in degrees of the FOV used. The axial length of animal M2 is 17.2 mm, and the FOV width used was 3.64 deg. 
The axial length of animal M3 is 16.56 mm, and the FOV widths used were 3.69 deg (large FOV) and 2.54 deg (small FOV). 
Cells were compared across functional groups identified as L-M/M-L chromatic opponent (L-M), S only responding (S), 
Luminance only or achromatic (LUM), and mixed L-M/S responses (L-M/S). In (a), the soma areas in μm2 for the four 
functional groups in M2 are listed as the mean and standard deviation of each group across both observers. In (b), the 
same comparisons are made for the four functional groups in M3 at the large FOV. In (c), comparisons for the two 
functional groups found in M3 at the inner edge of the foveal slope (small FOV) are made across both observers. In, (d), 
summary tables show the p-scores from a Mann-Whitney U test (MATLAB function ranksum(x,y)) comparing the 
distributions of soma areas across functional groups as measured by both observers separately. All p-values were greater 
than 0.1, except for Observer 2’s comparison of the L-M group to the S only group in M2 which had p = 0.0118. Based on 
these results, we cannot reject the hypothesis that the distributions of soma sizes for these functional groups are roughly 
the same across the two animals measured at the range of eccentricities at which we imaged cell somas.  
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