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hgRNA Identifier
AAACCCATGA - GAATCAGCCG
—-AACATGCTAG -e- GAATTAAAAA
—-AATAATGCCG -®-GACAACCTCC
—o-AATCCATCAC -o-GACTATGTAA
—o-AATTGGGCAA GAGTCAAGCG
—o-AGACAGCAAC -e-GGCAACTACG
—o-ATACCACACT GTAATATATA
-~ ATCTAACCGA GTGGGCGAGA
ATGACCGTCG -e-TAAACCCAAT
~o-CAACGAGATT -o TAATTAATCC
—o-CATTCACAAA -o TCAACCCTCT
—o-CCCCGCCGCC -e-TCAGCAAAAA
CCCTCGCACC TGCACTTCCT
—o-CCGTTAACAC TGTCCAGATT
~o-CGGCGGGTTG -e TTCTTCTCCC
CGTTCATCAA
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