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Sample size

Data exclusions
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Randomization
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Reporting for specific materials, systems and methods

Coordinates and diffraction data have been deposited in the Protein Data Bank with accession codes 7R3F [https://dx.doi.org/10.2210/pdb7R3F/pdb] (PqsE mutant
E187A), 7R3E [https://dx.doi.org/10.2210/pdb7R3E/pdb] (PqsE-XTEN30-RhlR fusion protein in complex with mBTL), 8B4A [https://dx.doi.org/10.2210/pdb8B4A/
pdb] (PqsE/RhlR:C4-HSL complex), 7R3J [https://dx.doi.org/10.2210/pdb7R3J/pdb] (PqsE/RhlR:mBTL complex), 7R3G [https://dx.doi.org/10.2210/pdb7R3G/pdb]
(RhlR-P75 in complex with mBTL), 7R3H [https://dx.doi.org/10.2210/pdb7R3H/pdb] (RhlR-P75 in complex with C4-HSL) and 7R3I [https://dx.doi.org/10.2210/
pdb7R3I/pdb] (RhlR-P61 in complex with mBTL).

Other protein structures used for analysis were obtained from the Protein Data Bank with accession codes 2UV0 [https://doi.org/10.2210/pdb2UV0/pdb] (Structure
of the P. aeruginosa LasR ligand-binding domain bound to its autoinducer), 2Q0I [https://doi.org/10.2210/pdb2Q0I/pdb] (Structure of Pseudomonas Quinolone
Signal Response Protein PqsE) and 6MWL [https://doi.org/10.2210/pdb6MWL/pdb] (LasR LBD:mBTL complex.

Mass spectrometry proteomics data have been deposited to the ProteomeXchange Consortium via the PRIDE partner repository with data set identifier PXD038000
[https://www.ebi.ac.uk/pride/archive/projects/PXD038000].

Source data are provided with this paper.
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Experiments for quantitative analysis were performed in triplicates. Diffraction data were collected from single crystals for each reported data
set and care was taken to collect highly redundant data as is the accepted standard in this research field.

No data were excluded from analysis in experiments aiming at measuring molecular mass by size-exclusion chromatography/multi-angle light
scattering, proteomic analysis by mass spectrometry, quantification of pyocyanin, protein melting point determination or measuring
dissociation constants .

Resolution shells with an average I/sigma(I) value below 1.5 were excluded from model building and refinement in crystal structure analysis.

Experiments for quantitative analysis were performed with independent biological replicates (all experiments with bacteria) or as
independent technical replicates (experiments with purified proteins, microscalar thermophoresis). Experiments with more qualitative
character (gel electrophoresis, western blots) were performed with independent samples at least three times in the course of this work.

Randomization was not performed since samples within each experimental set were generated and measured under identical conditions.

Blinding was not required for this study because none of the included experiments relies on subjective interpretation.




