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TF activity is higher in ACTH than silent TPIT (78 TF)
(Wilcoxon test, p < 0.05)
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Supplementary information, Fig. S6 Different TFs between ACTH and silent TPIT PitNETs.
a Schematic of upregulated transcription factors screening in ACTH compared with silent TPIT PitNETs.
b Heatmap comparing multi-omics profiles of upregulated TFs, peptide hormone biosynthesis, and PI3K-AKT-mTOR signaling

pathways between ACTH and silent TPIT PitNETs.



