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FEATURES             Location/Qualifiers 

     source          1..1068 

                     /organism="Homo sapiens" 

                     /mol_type="mRNA" 

                     /db_xref="taxon:9606" 

                     /genotype="Disease causing variant" 

     gene            <1..1068 

                     /gene="Human Kruppel like factor 2" 

                     /allele="disease causing variant" 

                     /note="DOI 10.3389/fimmu.2022.819929" 



     CDS             <1..1068 

                     /gene="Human Kruppel like factor 2" 

                     /allele="disease causing variant" 

                     /note="Human KLF2 disease causing variant" 

                     /codon_start=1 

                     /product="KLF2" 

                     /translation="MALSEPILPSFSTFASPCRERGLQERWPRAEPESGGTDDDLNSV 

                     LDFILSMGLDGLGAEAAPEPPPPPPPPAFYYPEPGAPPPYSAPAGGLVSELLRPELDA 

                     PLGPALHGRFLLAPPGRLVKAEPPEADGGGGYGCAPGLTRGPRGLKREGAPGPAASCM 

                     RGPGGRPPPPPDTPPLSPDGPARLPAPGPRASFPPPFGGPGFGAPGPGLHYAPPAPPA 

                     FGLFDDAAAAAAALGLAPPAARGLLTPPASPLELLEAKPKRGRRSWPRKRTATHTCSY 

                     AGCGKTYTKSSHLKAHLRTHTGEKPYHCNWDGCGWKFARSDELTRHYRKHTGHRPFQC 

                     HLCDRAFSRSDHLALHMKRHM" 

BASE COUNT      132 a    453 c    341 g    142 t 

ORIGIN       

        1 atggcgctga gtgaacccat cctgccgtcc ttctccactt tcgccagccc gtgccgcgag 

       61 cgcggcctgc aggagcgctg gccgcgcgcc gaacccgagt ccggcggcac cgacgacgac 

      121 ctcaacagcg tgctggactt catcctgtcc atggggctgg atggcctggg cgccgaggcc 

      181 gccccggagc cgccgccgcc gcccccgccg cctgcgttct attaccccga acccggcgcg 

      241 cccccgccct acagcgcccc cgcgggtggc ctggtgtctg agctgctgcg acccgagctg 

      301 gatgcgccgc tggggcccgc actgcacggc cgctttctgc tggcgccgcc cggccgcctg 

      361 gtcaaggccg agccccctga agcggacggc ggcggcggct acggctgcgc ccccgggctg 

      421 acccgtggac cgcgcggcct caagcgcgag ggcgccccgg gcccggcggc ttcgtgcatg 

      481 cgaggtcccg ggggccgccc cccgccgccg cccgacacac cgccgctcag ccccgacggc 

      541 cccgcgcgcc tgcccgcgcc cggtccgcgc gcctccttcc cgccgccttt cggtggccct 

      601 ggtttcggcg cgcccgggcc cggcctgcat tacgcgccgc ctgcgccccc agccttcggt 

      661 ctcttcgacg acgcggccgc cgccgcggca gccctgggcc tggcgccccc cgccgcccgc 

      721 ggtctcctca cgccgcctgc gtccccgctg gagctgctgg aggccaagcc aaagcgcggc 

      781 cgccgctctt ggccccgcaa acgcaccgcc actcacacct gcagctacgc gggctgcggc 

      841 aagacctaca ccaagagttc gcatctgaag gcgcatctgc gcacgcacac aggtgagaag 

      901 ccctaccact gcaactggga cggctgcggc tggaagtttg cgcgctcaga cgagctcacg 



      961 cgccactacc gaaagcacac gggccaccgg ccattccagt gccatctgtg cgatcgtgcc 

     1021 ttctcgcgct ccgatcacct ggcgctgcac atgaaacggc acatgtag 
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