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- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

All datasets used in this work are publicly available from the following sources: The STARmap PLUS data was obtained from Zeng et al. and is available at https://
singlecell.broadinstitute.org/single_cell/study/SCP1375/integrative-in-situ-mapping-of-single-cell-transcriptional-states-and-tissue-histopathology-in-an-alzheimer-
disease-model as well as on Zenodo at: https://doi.org/10.5281/zenodo.7332091. The reference gene expression used for cell type classification of the predicted
gene expression is available from the Allen Brain Map: https://portal.brain-map.org/atlases-and-data/rnaseq/mouse-whole-cortex-and-hippocampus-10x. The 10x
Visium dataset is available at https://www.10xgenomics.com/resources/datasets/multiomic-integration-neuroscience-application-note-visium-for-ffpe-plus-
immunofluorescence-alzheimers-disease-mouse-model-brain-coronal-sections-from-one-hemisphere-over-a-time-course-1-standard.
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8 mouse brain samples were used for the STARmap PLUS experiment as described in Zeng et al. 2022 bioRxiv.

No data published in the STARmap PLUS paper was excluded from our analyses.

The initial 4 mouse samples (8-months AD and control, 13-months AD and control) were replicated with 4 additional mice samples. Our
analyses on the replicates were able to reproduce the results.

The experiments were not randomized.

The Investigators were not blinded to allocation during experiments and outcome assessment.




