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Top 20 GO-BP Terms Enriched By Differential Expression Genes

vesicle-mediated transport

ubiquitin-dependent protein catabolic process

regulation of transcription from RNA polymerase Ⅱ promoter

regulation of cell proliferation

regulation of cell mgration

regulation of apoptotic process

protein ubiquitination

protein phosphorylation

protein modification by small protein removal

protein deubiquitination

proteasome-mediated ubiquitin-dependent protein catabolic process

proteasomal protein catabolic process

positive regulation of transcription from RNA polymerase Ⅱ promoter

positive regulation of cellular process

positive regulation of apoptotic process

phosphorylation

negative regulation of transcription,DNA-templated

negative regulation of cellular process

negative regulation of cell proliferation

negative regulation of transcription from RNA polymerase Ⅱ promoter

Odds Ratio
1.50 1.75 2.00

Transcriptional misregulation in cancer

TNF signaling pathway

Thyroid hormone signaling pathway

Regulation of actin cytoskeleton

Proteoglycans in cancer

Prostate cancer

Platelet activation

Oocyte meiosis

NF-kappa B signaling pathway

Neurotrophin signaling pathway

MicroRNAs in cancer

MAPKK signaling pathway
Kaposi sarcoma-associated herpesvirus 

infection
Human T-cell leukemia virus 1 infection

Human cytomegalovirus infection

Hippo signaling pathway

Hepatitis C

Cushing syndrome

Cellular senescence
AGE-RAGE signaling pathway in 

diabetic complications

Top 20 KEGG Pathway Enriched By Differential Expression Genes

Odds Ratio
1.6 1.8 2.0 2.2


