family Mean(se) Relative Abundance Pvalue

SLEd 0(0-0) n
Brevibacteriaceae <0.001***
SLEnd 0.00035(0.000132-0.000568) ——
SLEd 0(0-0) n
Moraxellaceae <0.001***
SLEnd 0.00082(0.000295-0.001345) ——
SLEd 1.45e-05(8.95e-06-2.005e-05) L ]
Muribaculaceae <0.001***
SLEnd 0.000746(0.000485-0.001007) ——
SLEd 0(0-0) n
Planococcaceae <0.001***
SLEnd 0.000413(0.000121-0.000705) —
SLEd 0(0-0) u
Porphyromonadaceae <0.001***
SLEnd 9.78e-05(7.92e-05-0.0001164) iz 3
SLEd 7.92e-06(2.46e-06-1.338e-05) ——
Pseudomonadaceae <0.001***
SLEnd 0.000145(8.63e-05-0.0002037) ——
SLEd 8.97e-06(4.8e-06-1.314e-05) ——
Staphylococcaceae <0.001***
SLEnd 0.000304(0.000142-0.000466) ——
SLEd 0(0-0) n
Synergistaceae <0.001***
SLEnd 4.74e-05(5.3¢-06-8.95¢-05) —_——
SLEd 3.65e-06(9.2e-07-6.38e-06) —i—
Propionibacteriaceae 0.003**
SLEnd 0.000166(4.6e-05-0.000286) —_——
SLEd 0(0-0) [ |
Caulobacteraceae 0.00732**
SLEnd 1.1e-05(5.25e-06-1.675e-05) g
SLEd 0.00215(0.00103-0.00327) —
Eggerthellaceae 0.016*
SLEnd 0.000317(0.000194-0.00044) ——
SLEd 2.41e-05(1.23e-05-3.59¢-05) ——
Saccharimonadaceae 0.026*
SLEnd 0.000106(6.63e-05-0.0001457) ——
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