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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5

Lymphocytes

Single Cells

260K = 260K =
QI:IDK—_ QDDK—-
JLymphocytes ] Single Cells
89,7 J
‘T‘ 160K ' T 150K ] 987
o — E
W W
@ o ]
100K 100K =
SDK—-
o L - o]
e ——
1] A0k 100K 150K 200K 250K 1] 0K 100K 150K 200K 250K
FSC-A FSC-A
Alamethicin (Negative Control) Live/Dead
260K = 260K =
] CC+ 1
200K 061
i C—
"F 15DK—_ ?
(%] - (&)
w 4 oW
[ ] [F
100K =
SDK—-
) ]
1] 1|:I:3 1|]4 1|]5 1] 1|]:3 1|]4 1|]5
(G40nM - 670 141 AFG4T-A {405nm - 525 50Y Adua-A
DMSO (Positive Control)
260K =
] CC+
200k 950
"F 15DK-_
(] 4
wl 4
w 4
100K =
5DK—-
) ]
-1|]:3 1] 1|:I:3 1|]4 1|]5
(G40nM - 670 141 AFG4T-A
BIM BID PUMA BAD NOXA ms1 HRK ‘;‘g;' Venetoclax | A-1331852 563845
BCL2
MCL1
BCLXL




	Supp Figure 1_final20221101
	Supp Figure 2_final20221101
	Supp Figure 3_final20221101
	Supp Figure 4_final20221101
	Supp Figure 5_final20221101



