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Fig. S1 Association of cancer stemness with immune infiltrates in five other gastrointestinal cancers. (A) Spearman
correlation of mRNAsi scores in CHOL with infiltration of monocytic lineage, myeloid dendritic cells, CD8" T cells, B
lineage, neutrophils and NK cells. (B) Spearman correlation of mMRNAsi scores in CRC with infiltration of monocytic
lineage, myeloid dendritic cells, CD8" T cells, B lineage, neutrophils and NK cells. (C) Spearman correlation of mRNAsi
scores in ESCA with infiltration of monocytic lineage, myeloid dendritic cells, CD8* T cells, B lineage, neutrophils and
NK cells. (D) Spearman correlation of mMRNAsi scores in LIHC with infiltration of monocytic lineage, myeloid dendritic
cells, CD8" T cells, B lineage, neutrophils and NK cells. (E) Spearman correlation of mRNAsi scores in STAD with
infiltration of monocytic lineage, myeloid dendritic cells, CD8* T cells, B lineage, neutrophils and NK cells.



