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Fig. S4 Prognostic value of CEACAM expression plus immune infiltration level in patients with pancreatic cancer. (A-J)
Kaplan-Meier curves for overall survival split by level of CEACAMS expression and infiltration level of (A) CD8" T cells,
(B) naive CD4* T cells, (C) activated memory CD4" T cells, (D) resting memory CD4* T cells, (E) Tregs, (F) yO T cells,
(G) T follicular helper cells, (H) naive B cells, (I) memory B cells, (J) plasma cells. (K-T) Kaplan-Meier curves for overall
survival split by level of CEACAMS5 expression and infiltration level of (K) monocytes, (L) MO macrophages, (M) M2
macrophages, (N) activated myeloid dendritic cells, (O) resting myeloid dendritic cells, (P) activated NK cells, (Q) resting
NK cells, (R) eosinophils, (S) activated mast cells, (T) activated mast cells.



