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Supplementary Figure 2. Fitness of evolved mutations correlate with the condition in which the specific
mutation arose. Plotted is the correaltion of the average fitness effects of the reconstructed mutations snt/
(n=6), sec23 (n=06), iral (n=4), and ace2 (n=4) in heterozygous diploid and homozygous diploids in galactose
and glucose condition. Mutations that arose in galactose evolution are indicated by cyan circles and mutation
that arose in glucose evolution, ace?2, is indicated by gold square. Pearson correlation coefficient » = 0.69, p =
0.0122. Error bars represent s.e.m.



