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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9
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Table 1. Primary antibodies used in this study

Polyclonal Invitrogen PA5-29444 1:5000
Monoclonal Millipore MABE-343 1:25000
Monoclonal SANTA CRUZ Sc-166806 1:100
Monoclonal CST #12829 1:1000
Polyclonal CST #9466 1:1000
Monoclonal SANTA CRUZ Sc-53095 1:1000
Polyclonal Merck P0067 1:1000
Polyclonal Merck L7543 1:1000
Monoclonal Abcam AB169755 1:1000
Polyclonal CST #9271 1:1000
Akt Polyclonal CST #9272 1:1000
Polyclonal CST #2971 1:1000
Polyclonal CST #2983 1:1000
Polyclonal CST #9336 1:1000
Polyclonal CST #9315 1:1000
Monoclonal SANTA CRUZ Sc-8059 1:1000
Monoclonal SANTA CRUZ Sc-8019 1:1000
Monoclonal cST #4668 1:1000
JNK Monoclonal SANTA CRUZ Sc-7345 1:1000
Monoclonal CST #9246 1:1000
“ Monoclonal CST #4812 1:1000
Polyclonal Abcam AB223567 1:1000
Polyclonal Abcam AB11575 1:30
Monoclonal DSHB SC-71 2-5 ug/ml
Monoclonal DSHB BF-F3 2-5 ug/ml




Table 2. Secondary antibodies used in this study

Secondary antibody Conjugated use Catalog No.
HRP CST

#7074 1:2000

Horse anti-Mouse 1gG HRP

Goat anti-Rabbit 1gG HRP HRP CST #7074 1:2000
-TM 1-
Alexa Fluortidss Coat antis puyN I N INVITROGEN A11001 1:1000
mouse IgG(H+L)
t anti-Rabbit 1gG h+I D
Goat anti-Rabbit 19G h+ Dy Sy Bethyl A90-116D4 1:1000

light® 594 Conjugated




Table 3. Mouse primers used for gPCR

I F: CTCCACTCACGGCAAATTCA 120 NM_001289726
R : GCCTCACCCCATTTGATGTT
F : CAGAGAGCTGCTCCGTCTCA 178 NM_026346
LR . ACGTATCCCCCGCAGTTTC
F : CCGAGTGCAGACGATCATCTC 198 NM_001039048
VRS ¢ . 1GGAGGATCAGAGCCTCGAT
F: TGGAGTCCATCATCCGTAGTGA 147 NM_019740
R : CTGGTACCCAGCTTTGAGATGAG
- F : CACAGAGGCAGAGCTGATTGC 157 NM_011039
A ¢ CCAATTGAGGAGAGTGACAGGTT
F : AGCTGGGCAGAATACGTGCTT 112 NM_008656
UERE . AGAACAGGCAGAGGAGAATCCA
F: TGTCCTTTCGAAGCCGTTCT 169 NM_010866
yo R : TGCAGCCAGAGTGCAAGTG
F : AGCGCAGGCTCAAGAAAGTG 181 NM_031189
Myogenin i
R : CCGCCTCTGTAGCGGAGAT
F : GATCACCACGAACCCATATGATT 183 NM_001039545
y R : TTCATGTTCCCATAATGCATCAC
F: TTCCCATGTTACCGCTGGAT 100 NM_009662.2
2SR ¢ GCTGCTTGAGGATGTGAATTTG
F : GGAAGGCAGCTGTGAACGAA 100 NM_010109
e R : CCAGTTGCCTCCACTCCAAA
" F: TGCCGTCTGTGCAACAAGTAC 100 NM_001039537
= R : GGCAACCCAACTTTTTCCTTT
F : TCAACAAGCCCACAGGCTATG 108 NM_010512
R : AGTACATCTCCAGTCTCCTCAGATCA
Hif F: ATCTGCAGCCGTCTACGTTTTC 103 NM_172563
R : CTCACCTGCCTCCAACACTCA
F : GACCCCAAAGACACCGATGA 100 NM_178609
R : GTCGACCGGCTTTACTGGAGTA
F: AAGACCTGTCCATTCGCTCACT 100 NM_009284
tat R: TGACTCCGGAAAGCCTCATC
F: CCCCCAAAATATCCCTGAGAA 100 NM_011435
Sl R: TGTTAATGTCCTCAGTCCTCCAAA
F: GGCAACCTCTTCCTGAACGA 106 NM_011121
R: GAGTGCCACACAAGGTCTTCTTT



Table 4. Human primers used for gPCR

F: CTGCACCACCAACTGCTTAGC 107 NM_002046
R: TCTTCTGGGTGGCAGTGATG
F : GGAACTACTCCAGACCCTCTACACA 103 NM_148177

R : CTCCATCCGATACACCCACAT

F: TTGACTTTGGGACAGATGAGGAA 102 NM_032588
R : CCAGCTCCTTACTGGTGTCCTT

F : GGAAGTACATTTGAAGAACGCAAGT 101 NM_001111283
R : TGCGGTGGCATGTCACTCT

F: CATGGTGAACTTTGATGGCTACA 101 NM_001962
R: ACTTCAGCGGTCCATTTGGA

F: GACTGTGCTATGGAACCAATCTTG 105 NM_002033
R: TGTCTGGCAGAGTAGGCATGTAG

F: GCCTCCATTTGTACCGAAACA 110 NM_003102
R: CGGGAGTCTCAGGGCTTATG

F: CACGGCTTTTTCGAGGACAA 104 NM_005030
R: GGCTCAGTCAGGGCTTTCC

F: CTTCACCTTTTGGCAGTGGTTT 102 NM_001178078
R: TGTTTGCTGATGAAGCCAATG
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