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Supplementary File 8.
CYP2B6 alignment to
Cyp2b10 on mouse
reference genome.
Alignment of male
hCYP2B6-Tg bam files to
mouse reference genome
using IGV viewer (72).
The high number single
nucleotide polymorphisms
(SNPs) within the exon
regions of Cyp2b10 is
provides evidence of the
human CYP2B6
misalignment to mouse
Cyp2b10.



