The ‘Candidatus Phytoplasma mali’ effector protein SAP11cqpm interacts with MdTCP16.

S1 Fig. Reference Sequence of XM _008376500.2. The sequence includes the CDS for
XP_008374722.1 (MdTCP16) with TCP domain and the identified part in the Y2H screen. Graph

was generated with Geneious R11.1.5.

140 160 180

XM 008376500, 2 AATArATToCCeCTACCTCCT TG T TC T TTACCTGACTAGT T C T TAATAGC TTCTCTETCTCTCTTGE T CaC TE6C TC TG TGAT TCAAGT ATTCAACCCCETATGGACATATGG TG T TTGCTGTGETGTCTTTCTCAACC TCTCTATCTCCTAAGCATGACGATCGATGGTARATGAA

XM 008376500.2 AGGTGAAAAACAAGTGCACTGARATC TCATTCAATGGEAATGRC TTCATCATCAAGTCGTTCTCAAAGCETAAGCCAGGECCAACGLCTAATTTCAGTCCAAACAATEAGTAGGCCGATATCACCAAGAGTACAAATTGTACACTATAGATGGTAGCTAGETAGGGTTAATTTGGAAATTGA
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XM 008376500.2 AAGCAACCAAACAAGETAAGAGTCTAAGAGGGAGAT ATAACATGTTTCCCTCACACAACAACAATCTTAACGAATTAGTACCCGTGTCTTATCCTCATGT COATCAATCAATTTTCCATAGC TGGECATCTTACCATGACAATTCTACATTAACTECCAATTCCCTTACTATTCTEAACCCC
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XM 008376500.2 Mncmamcaéacnmmmmmsmsmﬁ'MAA(crrmTcM:m(A%carcnccrrctcrrrrcrrr&mmcccmchsrrr' GAAGACGACGACGTTTTACTCTTTGATCAGCAACACCATCACCAAGAACCTGACCATATTGAGCTTTCAATTCACGAGTCTCAAGA
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XM 008376500 2 ACCACTTTATTTTATGAAGGAAGCTGCTGCTGCTGCTGCCGCTGATGACAACACCGTAGTAGGCAAT GATCATCAGAAGACCACTACTACTAGT GTTAATAGAAAAATGGTGGATTGGGATTCCAACAAAAAGGGCCATCGCATGAACATGGATGATCAGCCGCAGATCCCGAGAAAGAGGA
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XM 008376500, 2 CrAGCAAGAGAGATCEC CACAGCAAGATCAACA T 6CCCGAGGC CCCAGGGACCGTAGGATGAGAT TG TCCCTCGAAGT TECCC TTAAGT TCT TTGEC T TGCAAGACGCGTTGEGGT TTGACAAGLCCAGCARAACCGTGEAGTBGTTGLTCATTCAGTCGGAACCTGLAATTAAGARACTA
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XM 008376500.2 TCAAGAGATCATCATCGACAATTCAACTACAAACACATGGTGAGATGT GCAAAATCCACATCTCCAGE TACTTCOGAGTCGTGCGAAGTGCTATCAGGL GTEGATGAGGC TCCAACAAACGTTAACAT TAGTATTAATGGTAAAGT AAGAAGCCGEGGGATCAAACCC TCOGCCARAGAGAG
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1,480 1,500 1,520 1,540 1,560 1,580 1,600 1,620

XM 008376500.2 AAGAATCACCAGETCACAACAACAATATGAACAGT ACTACTAATGATCAGCCCAATTCAAGGGCEGT GCTGCGAGATTACCCTGATGAGGTTCAAGAACCATTAAGCAGCCCCCAAGCCGGAAATATTCAAGACATGGTTGTTGATCATGGTACTACTCATGAT GCTATGETGGTACTGGGA
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XM 008376500.2 AAGTGGAGTCCTCCTCCGGTTTTCACTCATCTCCAGCAAAACACTGGAATTTCCCAAGAGCACCAACAGTTTGCAGACTTTEAATTCTTTGGCAAACCAT GAGAGGTCGACAACAATACTCATAATCTATTCTAAGTGGAAATTTTCTCTCTTGAATCATTAAATCTCAATTACAAGTGCCT
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XM 008376500, SARAACCTTCToATCAGTARTTCGTETACATG T TTAT TC TGTTTGGAATARTETAATATAGCAAAT TAAGT ATC T ART TTTCARTCGTTGTGCACTTTCCCTCTAAACTAGTATATGTAAAT TAATGAT TTATATCTACATCCTTTGCACTATGEARATTTTTCGGTTToAA



