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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Human research participants
Policy information about studies involving human research participants and Sex and Gender in Research. 

Reporting on sex and gender

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The Nanopore sequencing data have been deposited to the Zenodo repository (DOI: 10.5281/zenodo.7374621). Phylogenetic analyses data generated in the
current study are available on Wiedenheft lab GitHub page (https://github.com/WiedenheftLab/; DOI: 10.5281/zenodo.7368902 , 10.5281/zenodo.7369225).
Source data are provided with this paper.

Study uses de-identified samples collected from COVID-19 patients. No data on sex and gender was collected.

See above

Clinical samples were obtained with informed consent from patients undergoing testing for SARS-CoV-2 at Bozeman Health
Deaconess Hospital.

Montana State University Institutional Review Board (IRB) For the Protection of Human Subjects (FWA 00000165)

All experiments were performed in three replicates (unless stated otherwise), which is standard for such experimental designs. No prior
sample size calculation was performed.

No data were excluded from the analyses.

All experiments were performed in multiple replicates (3 or more). To verify reproducibility described nuclease activities, multiple
independent protein purifications were performed by multiple lab members. RT-qPCR experiments were performed in three technical and
three biological replicates. All reported results were reproducible.

Randomization was not performed in bionformatic and biochemical experiments. Biochemical reactions were performed identically and
measured at the same time in a qPCR intsrument to make direct comparisons to a control.

Type IlI based RNA detection and qPCR experiments were performed independently on the same set of clinical samples. Investigators were
not blinded during data collection or analysis. Direct detection in swabs was performed using serial dilutions of a sample with low Ct value and
was not blinded. No blinding was performed in the biochemical assays because it was necessary to know exact composition of each reaction
to characterize nuclease activities and determine sensitivity and specificity of the diagnostic assay.




