(A)

RNA-seq PCA
10 2
1'.3

o

% 3..

i 0 Strain

S »QCI8

b ® CBS12357

O s ® CL467.1

[a

-10 .1
2
3°.
10 0 10
PC1: 62% variance
(B)
20H || 72H
[ ]
60 4 °
[ ]
[ ] .
8 o 8 °
40 1 ¢ ° i
2 e o oy 388 ! 3 BE cL467.1
- - CBS12357
20 1 QC18
0- °

CINS HAPI HAP? HAP3 HAPS PUT3  CINS HAPI HAP2 HAP3 HAPS PUT3

Figure S3. (A) Principal components analysis of DEGs. (B) Transcription factor binding scores
(TFBS) for Cin5p, Hapl, Hap2, Hap3, Hap5 and Put3 at 20 h and 72 h.



