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Figure S4. Effect of Hap4p, Hap5, Cin5p and Put4p on the growth in glucose (A), after glucose-galactose shift (B) and after glucose-sucrose shift (C).
Reciprocal hemygosity analysis for CIN5 gene on kinetic parameters after glucose-maltose shift in QC18 x CL467.1 and QC18 x CBS12357 strains (D).
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