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Supplementary Fig. 2 Validation of CRISPR/Cas9 screening hit genes in NCI-H1373.

A, RT-gPCR showing relative levels of NIPBL mRNA in NCI-H1373 cells 48 hours after being
transfected with siNC or siNIPBL. Untransfected cells are shown as a control. B, Dose response
survival curves for parental and AHR/NIPBL/MAU2 knockout NCI-H1373 cells treated with RBN-
2397 for 7 days. C, RT-gPCR showing relative levels of NIPBL mRNA in MDA-MB-468 cells 48
hours after transfection with siNC or siNIPBL. Data is plotted as mean + SD for triplicate values.



