Supplementary Figure 6
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clone_id CDR3_TCRb CDR3_TCRa donor |(# cells
0  |“CASSFOGYTEAFF | ‘CAVYYGONFVF #1 | 3856
1 |“CASTPVTGTGTYGYTF | “CALKGANAGNMLTF | #2 | 2195
2 |“CASSYQTGASYGYTF | CABNTGNGFYF | #2 | 1166
3 | {CASSFQGYTEAFF | ‘CAVYYGONFVF #1 | 636
4__|"CASTPVTGTGTYGYTF | ‘CALKANAGNILTE | #2 | s50
6 | “CASSYQTGASYGYTF_| ‘CARNTGNQFYF #2 | 209
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clone_id CDR3_TCRb CDR3_TCRa donor |# cells
8  |‘CASSLEGTPGDEQFF | CAFOGGYQKVTF #2 | 227
9 |{CASSVEGLAGEQFF  |\CAVGGGAQKLVE # | 16
24 |{CATSDFEGGRDTGELFF [[CAVIVIFESGGYNKLIF| #1 | 6
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clone_id CDR3_TCRb CDR3_TCRa donor |# cells
20 [{CASSPYGGGSDEQFF  |<CASHSNSGYALNF | #2 | 13
16 FCATSPRGLAGVASYNEOFF|“CAVSRSNDYKLSF | #2 | 10
35 |{CASSPYGGGSDEGFF NA. #2 | 7
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