
1 M E T D T L L L W V L L L W V P G S T G D T S L Y K K V G T T G V P E P G P T A N S T P A W G A G P 50

51 P S A P G G S G W V A A A L C V V I A L T A A A N S L L I A L I C T Q P A L R N T S N F F L V S L F 100

101 T S D L M V G L V V M P P A M L N A L Y G R W V L A R G L C L L W T A F D V M C C S A S I L N L C L 150

151 I S L D R Y L L I L S P L R Y K L R M T P L R A L A L V L G A W S L A A L A S F L P L L L G W H E L 200

201 G H A R P P V P G Q C R L L A S L P F V L V A S G L T F F L P S G A I C F T Y C R I L L A A R K Q A 250

251 V Q V A S L T T G M A S Q R G P D A V A A P P G G T E R R P N G L G P E R S A G P G G A E A E P L P 300

301 T Q L N G A P G E P A P A G P R D T D A L D L E E G G N V Y I K A D K Q K N G I K A N F H I R H N I 350

351 E D G G V Q L A Y H Y Q Q N T P I G D G P V L L P D N H Y L S V Q S K L S K D P N E K R D H M V L L 400

401 E F V T A A G I T L G M D E L Y K G G T G G S M V R K G E E L F T G V V P I L V E L D G D V N G H K 450

451 F S V S G E G E G D A T E G K L T L K F I C T T G K L P V P W P T L V T T L T Y G V Q C F S R Y P D 500

501 H M K Q H D F F K S A M P E G Y I Q E R T I F F K D D G N Y K T R A E V K F E G D T L V N R I E L K 550

551 G I D F K E D G N I L G H K L E Y N T G A A A R W H S R K A L K A S L S L G I L L G M F F V T W L P 600

601 F F V A N I V Q A V C D C I S P G L F D V L T W L G Y C N S T M N P I I Y P L F M R D F K R A L G R 650

651 F L P C P R C P R E R Q A S L A S P S L R T S H S G P R P G L S L Q Q V L P L P L P P D S D S D S D 700

701 A G S G G S S G L R L T A Q L L L P G E A T Q D P P L P T R A A A A V N F F N I D P A E P E L R P H 750

751 P L G I P T I R L A P L S L P P P * 800

Methods S1. The amino acid sequence of the HTR6-PM sensor. Related to STAR Methods. 
The numbering starts from the IgK leader sequence. Insertion sites Q263ICL3 and H5766.26 
are indicated by black arrowheads. Asterisk indicates the stop codon.


