PheWAS LDL PGS BETAS UKB vs MVP PheWAS HDL PGS BETAS UKBE vs MVP

© |
=]
g
=
8 8
E H
@» o 0
£ ° I
o o
= =
= =
S 4
=]
=)
o
S
, -0.45
Kicasurements, =0.12
T T T T T T T T T T T
-0.3 -0.2 -0.1 0.0 a1 0z 0.3 0.4 08 -0.4 02 0.0
UKE PGS betas UKB PGS betas
PheWAS TC PGS BETAS UKB vs MVP PheWAS logTG PGS BETAS UKE vs MVP
n |
e | /
, ; /
E] 2 -
)
g 8 . -
o o .
2 R o
= 2 )
S
o |
=
Overall r=0.29
HES phecodes, r=0.45
Biomarkers & Measuraments, r=0.14
T T T T T T
-0.2 0.0 02 0.4 06 0.2 0.0 02 04 0.6 08 1.0
UKE PGS betas UKB PGS betas

PheWAS nonHDL PGS BETAS UKB vs MVP

£
s
o |
=
a
g =4
g s
@
ol
4
S
o
ER
o |
=
o
g
Owerall r=0.36
* HES phecodes, r=D 52
* Biomarkers & Measuraments, r=0.19

-0.2 00 0.2 04

UKB PGS betas

Figure S4. Comparison of PheWAS results in UKB and MVP for the LDL-C PGS, HDL-
C PGS, TC PGS, TG PGS and nonHDL-C PGS. Effect sizes (betas) for the association of
each PGS with each phecode and biomarker are plotted for UK Biobank (x-axis) versus MVP

(y-axis). Black points represent ICD10-derived phecodes and blue points represent biomarkers.



