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Figure S3
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Figure S4
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Figure S5

A

AUC of QS11 .

AUC of KIN001-206

GLS, TYROTHRICIN

Cor=-0.498, p<0.001

|. I |I|| 1M ]
'4-||r‘-llﬂ|||I|Iﬁ|||||||-.._n Lo

DLD, MI-503
Cor=0.497, p<0.001

i 2

=] 4
Expression

GLS, TAS-6417
Cor=0.494, p<0.001

v,

LU N

GLS, EMD-534085
Cor=-0.494, p<0.001

(L 11.1]
|||n||||lui.:1_~ L0

IC50

GLS, Barasertib
Cor=-0.487, p<0.001

il 2

3 4
Expression

PDHA1, LY-3023414
Cor=-0.477, p<0.001

Expression

_
I 4

1 2 3 4 5 6

Expression
CDKN2A, LY-3154567
Cor=0.478, p<0.001

.
e f eem o e =

DLAT, KPT-9274
Cor=0.474, p<0.001

1C50

Expression

A
©

o
™
7

=
3
Py

4
o
L

0.5

Kruskal-Wallis, p = 0.032

_ﬁ-

o
=
[
o
2
=
(%2}
Ll
—
—
o
]
2
<

1.04

0.9

=
©

o
3

0.6

KruskaI—Wallim

Expression

0 2 4 6 8
Expression

DLAT, RX-3117
Cor=0.470, p<0.001

1 2 3 1 2 3
Expression Expression
I cPcst [ cPcs2
101" Kruskal-Wallis, p =.0.022 Kruskal-Wallis, p = 0.046 Kruskal-Wallis, p = 0.015
Do N
—30.94 °
. o 3
0.8+ 3] 309
o = °
m 1
<08+ E
° 9: 5 °
o . S
0.6+ =) <€ 0.8
074
L ] L ]
0.6+
1.0 — 1.0 :
Kruskal-Wallis, p = 0.046 Kruskal-Wallis, p = 0.022
0.9+ i
o 09
-
=2
@ 0.8 -
e} o O 0.8
% x
o )
S 071 =
O = 0.7
=) ° —
< s}
J o
06 =
< 061
®
0.5 °




Figure S6
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Figure S8
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Figure S9
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