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Figure S6.

HMGA2-knockdown effects on EMT marker gene expression. A and B, The mRNA levels of each gene 

were determined by qPCR in JHH-4 cells treated with siRNA for HMGA2 for 72 h (A) or in HMGA-ex-

pressing HepG2 and HuH-7 cells (B). The values normalized with those of TBP (JHH-4), GAPDH 

(HepG2), and RNA18SN2 (HuH-7) are shown relative to the control (Ctr; JHH-4, Mock; HepG2 and 

HuH-7). The values represent the mean ± SD from triplicates.
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