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Supplemental Figure 1 Related to Figures 
1-3: Summary of all available PDX 
models. Furthest to the left is the 
treatment status for Carboplatin and 
Docetaxel. The middle set of bars is the 
biomarker status. The rightmost set of 
bars is the “omics” profiling status. 



                                                                                                                

 
Supplemental Figure 2 Related to Figure 1: CNV Profiles of ER+ (Supplemental Figure 1A) PDXs 
and TCGA samples and HER2+ (Supplemental Figure 1B) PDX and TCGA samples.  
 



 
 

 
Supplemental Figure 3 Related to Figure 2: Mutational profiles of ER+ (Supplemental Figure 2A) 
and HER2+ (Supplemental Figure 2B) PDXs and TCGA samples.  
 
 
 
 
 
 


