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This manuscript mainly focused on comparative sub-micron analysis of plasmodium-infected RBCs using individual cells. For our study, 20
iRBCs and 20 control (healthy/un-infected) RBCs were analysed and compared for vibrational spectral characteristics. Conclusions presented
in the paper are a cumulative sum of our consistent observations across all cells tested.

Spectra with low signal-to-noise ratio have been excluded from further analysis

Plasmodium infected RBCs used in this study came from several cycles of infections which used different donor blood. For our case study
about 20 iRBCs and 20 control (healthy, un-infected) RBCs were taken into account. Conclusions presented in the paper are a cumulative sum
of our consistent observations across all cells tested.

Samples were allocated into experimental group (Plasmodium infected cells - iRBC) based on their appearance under optical microscope and
the assessment of experienced Microbiologist.

Our analysis was focused deliberately only on infected cells (iRBC) and control (healthy, un-infected) RBCs.

Human Blood as host cells for plasmodium was purchased as a commercial product from Interstate Blood Bank (USA).

None of the cell lines used were authenticated

Authors confirm that cells used in the study were devoid of mycoplasma contamination

This point is not relevant to our study.

This point is not relevant to our study as we analyzed only infected RBCs and control (healthy, un-infected) RBCs.

This point is not relevant to our study as we analyzed only infected RBCs and control (healthy, un-infected) RBCs.




