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S3 Table. Sensitivity of infection status model to uncertainty in phylogenetic relationships.
We repeated our ridge regression model predicting mortality with trait variables and
phylogenetic eigenvectors from 100 random trees from the Bayesian posterior distribution of
trees in Upham et al (DOI: 10.1371/journal.pbio.3000494). Table summarizes for each predictor
variable, the proportion of n=100 runs where the predictor was significantly related to mortality
at o of 0.05. Table also summaries the t-statistics from all runs, providing the minimum, lower
2.5% quantile, mean, median, upper 97.5% quantile, maximum t-value and the skewness of the
distribution. Note that the t-statistics for all the phylogenetic eigenvectors were summarized after
calculating their absolute values, due to random assignment of directionality to mammal clades
across different trees from the posterior distribution. A value of NA indicates lower phylogenetic
eigenvectors that were used from only one posterior tree to account for 75% cumulative variation
in phylogenetic information; therefore, a histogram of t-statistics cannot be computed from one
value. Bold faced values represent predictors that were significantly related to mortality in at
least 90% or more of the posterior trees.

proportion
Variable runs min 195 mean  median u95 max skew
adult mass g 0.890 1.615 1.809 2.522 2.565 3.226 3239  -0.148
brain_mass g 0.890 1.333 1.691 2.703 2.763 3.698 3.738  -0.258
max_longevity d 1.000 3.216 3.999 5.281 5.414 6.170 6.201 -1.046
age_first_reproduction_d 1.000 3.021 3.839 5.208 5335 6.194 6.230 -0.926
gestation_length d 1.000 3.737 4.561 5.797 5.973 6.492 6.532  -1.362
litter_size n 1.000 -4.173 -4.157 -3913 -3.945 -3.480 -3.167 1.247
litters_per_year n 1.000 -4.207 -4.196 -3.619 -3.724 -2.646 -2.185 1.070
det_scav 0.000 -1.510  -1.503 -1.352 -1.373 -1.134 -1.035 0.757
det_seed 0.000 -0422 -0416 -0.318 -0.332 -0.154 -0.108 0.720
det_fruit 1.000 2.814 3.126 3.975 4.071 4.578 4598 -0.711
det_plantother 0.000 -0.387 -0.361 -0.135 -0.122  0.033 0.074  -0.422
prox 0.570 -2.094  -2.047 -1.969 -1963 -1916 -1913 -0.884
terrestrial volant 0.010 0.224 0.289 0.744 0.635 1.697 2.081 1.231
cl 0.560 0.481 0.674 2.068 2.043 3.769 4.098 0.298
c2 0.110 0.022 0.101 1.101 1.128 2.250 2.774 0.339
c3 0.960 1.119 1.930 3.447 3.481 4.892 5.390 -0.158
c4 0.850 0.101 0.747 3.679 3.858 6.219 6.343  -0.347
c5 0.690 0.001 0.097 3.755 4.791 6.247 6.333  -0.526
c6 0.470 0.040 0.068 2.433 1.629 6.077 6.339 0.422
c7 0.870 0.001 0.343 2.631 2.794 4.263 5.670  -0.824
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