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S1 Fig. Plots of significant phylogenetic eigenscores for all mammalian clades. Phylogenetic
eigenvector 3 or ¢3 plotted on maximum clade credibility tree (A), phylogenetic eigenvector 11
or cl1 plotted on maximum clade credibility tree (B), and phylogenetic eigenvector 12 or c12
plotted on maximum clade credibility tree (C). These eigen scores consistently predict host
mortality and host infection status; with ¢3 positively being related to host status, c11 and c12
being negatively related to host status.



