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*NOG includes additional paralogous chlamydial sequences that form distinct clusters.

Only

the tree encoding the functional paralog of interest is shown, which in all cases here is the
largest cluster of chlamydial sequences. Trees of other NOG clusters are in the repository.

**Based on Pfam domains, chlamydial sequences mapped to the NOG including AtpG
(COGO0224) are a different paralog.
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F-type H+/Na+-transporting ATPase subunit alpha
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PF00006: ATP synthase alpha/beta fami

nucleotide-binding domain
‘minal d
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K02108
F-type H+-transporting ATPase subunit a

PFO0119: ATP synthase A chain
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F-type H+-transporting ATPase subunit epsilon

PFO0A01: AT synthase, Delta/Epsilon chain, long alpha-helix domain
PF02823: ATP synthase, Delta/Epsilon chain, beta-sandwich domain
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F-type H+/Na+-transporting ATPase subunit beta

PF00006: ATP synthase alpha/beta far

nucleotide-binding domain
eta-barrel domain
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Ko2110
Ftype H-transporting ATPase subunit c

ATP synthase subunit C
Invasin, domain 3
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atpF

K02109

Frtype H+-transporting ATPase subunit b

PF00430: AT synthase B/B" CF(0)
PF00213: ATP synthase delta (0SCP) subunit
PF04389: Peptidase family M2
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Ko2113
Ftype H+-transporting ATPase subunit delta
PFO0213: ATP synthase delta (0SCP) subunit
PF02874: ATP Synthase alphaibeta family, beta-barrel domain
PFO000G: ATP synthase alpha/beta family, nucieotide-binding domain
PFO0306: ATP synthase alpha/beta chain, C terminal domain
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cyoA

K02297
cytochrome o ubi

ol oxidase subunit Il

PFO6481: COX Aromatic Rich Motif
PF0279
PFO0116: Cytochrome C oxidase subunit
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50 subunt 1, transmembrane domain
, periplasmic domain
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K02298
cytochrome o ubiquinol oxidase subunit |

PFO0115: Cytochrome C and Quinol oxidase polypeptide |
PF12270: Cytochrome c oxidase subunit IV

PF00510: Cytochrome c oxidase subunit Il

PF0G481: COX Aromatic Rich Motif

———

71



coG184s
cyoC

K02299

cytochrome o ubiquinol oxidase subunit Ill

PF00510: Cytochrome c oxidase subunit I1l

PF03626: Prokaryotic Cytochrome C o

iase subunit IV
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coG3125

cyoD
K02300
cytochrome o ubiquinel oxidase subunit IV
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€0G0377
nuoB

K00331

NADH-quinone oxidoreductase subunit B

IADH ubiquinone oxidoreductase, 20 Kd subunit

espiratory-chain NADH dehydrogenase, 30 Kd subuni
spiratory-chain NADH dehydrogenase, 49 Kd subunit

lotillin
PFH domain / Band 7 family




coGoss2
nuoC

K00332

NADH-quinone oxidoreductase subunit C

iratory-chain NADH dehydrogenase, 30 Kd subunit
hain NADH dehydrogenase, 49 Kd subunit

ike [2Fe-25] ferredoxin

e~ E——5
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COG0649

nuoD

K00333

NADH-quinone oxidoreductase subunit D

49 Kd subunit

i y-chain NADH
hioredoxin-like [2Fe-25] ferredoxin
iratory-chain NADH 30 Kd subunit

osesicas Sscina P

77



€0G1905

K00334.
NADH-quinone oxidoreductase subunit E

PF10589: NADH-ubiquinone oxidoreductase-F iron-sulfur binding region
PF00329: Respiratory-chain NADH dehydrogenase, 30 Kd subunit
PF00346: Respiratory-chain NADH dehydrogenase, 49 Kd subunit
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coG1894
nuoF

K00335

NADH-quinone oxidoreductase subunit F

PF10589: NADH-ubiquinone oxidoreductase-F iron-sulfur binding region
PF01512: Respiratory-chain NADH dehydrogenase 51 Kd subunit

ke [2Fe-25] ferredoxin
PF00072: Response regulator receiver domain

L —=———r




coG3383
nuoG

K00336
NADH-quinone o>

loreductase subunit G

L

e

.

———

Molybdopterin oxidoreductase

Molybdopterin oxidoreductase FedSa domain
2Fe25 iron-sultur cluster binding domain
: Molydopterin dinucleotide binding domain
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€0G1005

nuoH

K00337

NADH-quinone oxidoreductase subunit H

PF00146: NADH dehydrogenase
PF00384: Molybdopterin oxidoreductase
PF05745: Chlamydia 15 kDa cysteine-rich outer membrane protein (CRPA)

e w e : :
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coG1143

nuol

K00338

NADH-quinone oxidoreductase subuni

sobori 5. sactorind

o, it ot Bacteriss
a0 A AS quinon artCoucaie sunu eceumocteriagondass i b
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 hactriom X

saciarine

D i ot (an
AL b L
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 Frasarnactrisg
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arvianmantal sampiest
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[am—

PF12838: 4Fe-4S dicluster domain
PF00037: 4Fe-4S binding domain

82



€0G0839

NADH-quinone oxidoreductase subunit J

e SSaesosrar e -

PF00499:

chain 6
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€0G0713

nuok

K00340

NADH-quinone oxidoreductase subunit K

PF00420:
PF13385:

c

in A-like

chain 4L
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coG1009
nuoL
K00341
NADH-quinone oxidoreductase subunit L

PF00S62: NADH-Ubiquinone oxidoreductase (complex I), chain 5 N-terminus

PF00361: Proton-conducting membrane transporter

PF00420: one/plastoquinone oxid:

PF01010: NADH-dehyrogenase subunit F, TMs, (complex 1) C-terminus
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coG1008
Ko
NADH-quinone oxidoreductase subunit M

PFO0361: Proton-conducting membrans tranportar
PFO1059: NADHublquinons oxidoreductase chain 4,
PFO0GE2: NAGH Ublduinons axldoreductase (comple

amino terminus
LT, hain 3 Herminus
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coG1007
nuoN

K00343
NADH-quinone oxidoreductase subunit N

PFO0361: Proton-conducting membrane transporter
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