
 

 

Supplementary Materials:  

 

Figure S1A: Print screen shows correlation between AMOTL2 and NAFLD/NASH using Comparative Toxicogenomics 

Database,  
http://ctdbase.org/detail.go?type=relationship&geneAcc=51421&diseaseAcc=MESH%3AD065626&view=reference 

 



 

 

Figure S1B: Print screen shows correlation between AMOTL2 and NAFLD/NASH using Gene atlas database, 

https://www.ebi.ac.uk/gxa/search?geneQuery=%5B%7B%22value%22%3A%22AMOTL2%22%7D%5D&species=homo

%20sapiens&conditionQuery=%5B%7B%22value%22%3A%22fatty%20liver%22%7D%2C%7B%22value%22%3A%22li

ver%20disease%22%7D%2C%7B%22value%22%3A%22steatohepatitis%22%7D%5D&bs=%7B%22homo%20sapiens%

22%3A%5B%22CELL_LINE%22%5D%7D&ds=%7B%22kingdom%22%3A%5B%22animals%22%5D%7D#baseline 

 

 Figure S1C :Print screen shows correlation between SOX11 and NAFLD/NASH using Comparative Toxicogenomics 

Database, 

http://ctdbase.org/detail.go?type=relationship&geneAcc=6664&diseaseAcc=MESH%3AD065626&view=reference 

https://www.ebi.ac.uk/gxa/search?geneQuery=%5B%7B%22value%22%3A%22AMOTL2%22%7D%5D&species=homo%20sapiens&conditionQuery=%5B%7B%22value%22%3A%22fatty%20liver%22%7D%2C%7B%22value%22%3A%22liver%20disease%22%7D%2C%7B%22value%22%3A%22steatohepatitis%22%7D%5D&bs=%7B%22homo%20sapiens%22%3A%5B%22CELL_LINE%22%5D%7D&ds=%7B%22kingdom%22%3A%5B%22animals%22%5D%7D#baseline
https://www.ebi.ac.uk/gxa/search?geneQuery=%5B%7B%22value%22%3A%22AMOTL2%22%7D%5D&species=homo%20sapiens&conditionQuery=%5B%7B%22value%22%3A%22fatty%20liver%22%7D%2C%7B%22value%22%3A%22liver%20disease%22%7D%2C%7B%22value%22%3A%22steatohepatitis%22%7D%5D&bs=%7B%22homo%20sapiens%22%3A%5B%22CELL_LINE%22%5D%7D&ds=%7B%22kingdom%22%3A%5B%22animals%22%5D%7D#baseline
https://www.ebi.ac.uk/gxa/search?geneQuery=%5B%7B%22value%22%3A%22AMOTL2%22%7D%5D&species=homo%20sapiens&conditionQuery=%5B%7B%22value%22%3A%22fatty%20liver%22%7D%2C%7B%22value%22%3A%22liver%20disease%22%7D%2C%7B%22value%22%3A%22steatohepatitis%22%7D%5D&bs=%7B%22homo%20sapiens%22%3A%5B%22CELL_LINE%22%5D%7D&ds=%7B%22kingdom%22%3A%5B%22animals%22%5D%7D#baseline
https://www.ebi.ac.uk/gxa/search?geneQuery=%5B%7B%22value%22%3A%22AMOTL2%22%7D%5D&species=homo%20sapiens&conditionQuery=%5B%7B%22value%22%3A%22fatty%20liver%22%7D%2C%7B%22value%22%3A%22liver%20disease%22%7D%2C%7B%22value%22%3A%22steatohepatitis%22%7D%5D&bs=%7B%22homo%20sapiens%22%3A%5B%22CELL_LINE%22%5D%7D&ds=%7B%22kingdom%22%3A%5B%22animals%22%5D%7D#baseline
http://ctdbase.org/detail.go?type=relationship&geneAcc=6664&diseaseAcc=MESH%3AD065626&view=reference


 

 

 

Figure S1D:Print screen shows correlation between SOX11 and NAFLD/NASH using Gene atlas database, 

https://www.ebi.ac.uk/gxa/search?geneQuery=%5B%7B%22value%22%3A%22SOX11%22%2C%22category%22%3A

%22symbol%22%7D%5D&species=homo%20sapiens&conditio 

Query=%5B%7B%22value%22%3A%22fatty%20liver%22%7D%2C%7B%22value%22%3A%22liver%20disease%22%7

D%2C%7B%22value%22%3A%22steatohepatitis%22%7D%5D&bs=%7B%22homo%20sapiens%22%3A%5B%22CELL_

LINE%22%5D%7D#baseline  

https://www.ebi.ac.uk/gxa/search?geneQuery=%5B%7B%22value%22%3A%22SOX11%22%2C%22category%22%3A%22symbol%22%7D%5D&species=homo%20sapiens&conditio
https://www.ebi.ac.uk/gxa/search?geneQuery=%5B%7B%22value%22%3A%22SOX11%22%2C%22category%22%3A%22symbol%22%7D%5D&species=homo%20sapiens&conditio


 

 

 
Figure S1E: Print screen shows correlation between SMAD4 and NAFLD/NASH using Comparative Toxicogenomics 

Database,  

 



 

 

 

Figure S2A; Print screen shows correlation between AMOTL2 and Fatty liver using Harmonizome database: 

http://amp.pharm.mssm.edu/Harmonizome/gene_set/Fatty+Liver/CTD+Gene-Disease+Associations 

 

Figure S2B; Print screen shows correlation between AMOTL2 and Hippo signaling using Harmonizome 

 

 



 

 

 

Figure S2C; Print screen shows correlation between SOX11 and Fatty liver using Harmonizome, 

http://amp.pharm.mssm.edu/Harmonizome/gene_set/Fatty+Liver/CTD+Gene-Disease+Associations 

 

Figure S2D: Print screen shows correlation between SOX11 and Hippo signaling using ncbi Gene, 

https://www.ncbi.nlm.nih.gov/gene/6664 

http://amp.pharm.mssm.edu/Harmonizome/gene_set/Fatty+Liver/CTD+Gene-Disease+Associations


 

 

 

Figure S2E: Print screen shows correlation between SOX11 and Hippo signaling using Harmonizome, 

http://amp.pharm.mssm.edu/Harmonizome/gene_set/positive+regulation+of+hippo+signaling/GO+Biological+Proces

s+Annotations 

 

 

Figure S3A: Print screen shows Gut microbiota/ AMOTL2 crosstalk using Encyclopedia of gut microbiota regulated 

genes, http://microbiota.wall.gu.se/larsson/view_gene.php?gene=8913.  



 

 

 

Figure S3B: Print screen shows Gut microbiota/ SOX11 crosstalk using Encyclopedia of gut microbiota regulated genes,  

http://microbiota.wall.gu.se/larsson/view_gene.php?gene=17626 

 

Figure S3C: Print screen shows Gut microbiota/ SMAD4 crosstalk using Encyclopedia of gut microbiota regulated 

genes, http://microbiota.wall.gu.se/larsson/view_gene.php?gene=4475 

 

http://microbiota.wall.gu.se/larsson/view_gene.php?gene=17626


 

 

 

Figure S4A: print screen shows protein-protein interaction between the selected mRNAs and HIPPO target effectors 

by STRING database. https://string-db.org/cgi/network.pl?taskId=w75m42gDhIJ1 

 

https://string-db.org/cgi/network.pl?taskId=w75m42gDhIJ1


 

 

Figure S4B: print screen shows protein-protein interaction between the selected mRNAs and HIPPO target effectors 

by KEGG pathway of hippo.  

https://www.kegg.jp/kegg-

bin/show_pathway?select_scale=1.0&query=+YWHAB&map=hsa04390&scale=&orgs=&auto_image=&show_descripti

on=hide&multi_query= 

 

Figure S5A:AMOTL2 mRNA is a direct target of miRNA-6807-5p that was retrieved from miRwalk database. It shows 

direct interaction between miRNA-6807-5p and AMOTL2 mRNA. 

http://mirwalk.umm.uni-heidelberg.de/human/gene/51421/?page=267 

https://www.kegg.jp/kegg-bin/show_pathway?select_scale=1.0&query=+YWHAB&map=hsa04390&scale=&orgs=&auto_image=&show_description=hide&multi_query=
https://www.kegg.jp/kegg-bin/show_pathway?select_scale=1.0&query=+YWHAB&map=hsa04390&scale=&orgs=&auto_image=&show_description=hide&multi_query=
https://www.kegg.jp/kegg-bin/show_pathway?select_scale=1.0&query=+YWHAB&map=hsa04390&scale=&orgs=&auto_image=&show_description=hide&multi_query=


 

 

 

Figure S5B: SOX11 mRNA is a direct target of miRNA-6807-5p that was retrieved from miRwalk database. It shows 

direct interaction between miRNA-6807-5p and SOX11 mRNA. http://mirwalk.umm.uni-

heidelberg.de/human/gene/6664/?page=204 



 

 

Figure S5C:SMAD4 mRNA is a direct target of miRNA-6807-5p that was retrieved from miRwalk database. It shows 

direct interaction between miRNA-6807-5p and SMAD4 Mrna. 

http://mirwalk.umm.uni-heidelberg.de/human/gene/16399/?page=277 



 

 

 

Figure S6A: Gene expression of has-miR-6807-5p in liver that was retrieved from miRmine database  

http://guanlab.ccmb.med.umich.edu/mirmine/single.php?mirna=hsa-miR-6807-5p&tissue=liver&cline= 

 



 

 

 

Figure S6B: Print screen shows pathway enrichment analysis of has-miR-6807-5p that was done by DIANA database 

tools:  miRpath, http://snf-515788.vm.okeanos.grnet.gr/. It highlights the role of this miRNA in Hippo signaling. 

 

http://snf-515788.vm.okeanos.grnet.gr/

