
Biological process
Cellular component
Molecular function   copper ion binding

   obsolete vacuolar part

   vacuolar membrane

   porphyrin-containing compound biosynthetic process

   tetrapyrrole biosynthetic process

   obsolete cofactor metabolic process

   tetrapyrrole metabolic process

   porphyrin-containing compound metabolic process

   small molecule metabolic process

   leaf senescence

   plant organ senescence

   alcohol metabolic process

   carboxylic acid metabolic process

   carbohydrate derivative metabolic process

   macromolecule modification

   pigment metabolic process

   pigment biosynthetic process

   leaf development

   response to abiotic stimulus

   aging

0.00 0.50 1.00 1.50 2.00 2.50 3.00 3.50 4.00

-log10(P-value)

G
O

 T
er

m

Os06g0151900
Os07g0421866

Os01g0655500
Os02g0204500

Os06g0199100

Os01g0785400

Os11g0213800

Os01g0275950

Os01g0221100

Os05g0491200

Os05g0388500

Os07g0675000

Os03g0726200

Os03g0367900

Os03g0282300

Os03g0735000

Os07g0188800

Os01g0935900

Os03g0645900

Os04g0521800

Os02g0232500

Os05g0125400

Os06g0258900

Os03g0157800

Os01g0880200

Os03g0425200

Os03g0128200

Os01g0818700

Os03g0795200

Os02g0131050

Os03g0407050

Os04g0481100

Os08g0237200

Os04g0615000

Os07g0421932

Os02g0195500

Os03g0309800

Os12g0495525

Os02g0730000

Os02g0273800

Os05g0238400

Os02g0707100

Os03g0689688

Os09g0547300

Os11g0184900

Os08g0532200Os09g0246500

Os05g0517200

Os02g0597200

Os11g0533100

Os09g0128600

Os03g0310400

Os03g0351300

Os07g0446100

Os02g0681632

Os01g0762500

Os03g0648400

Os05g0218400

Os05g0462400

Os01g0846300

Os11g0525600

Os09g0532400

Os01g0966000

Os02g0821900

Os07g0136800

Fig. S4. GO enrichment and co-expression network of the black module
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