
Cellular component
Biological process
Molecular function

   obsolete intracellular part

   intracellular anatomical structure

   binding

   membrane-bounded organelle

   organelle

   intracellular organelle

   intracellular membrane-bounded organelle

   organic cyclic compound binding

   heterocyclic compound binding

   regulation of flower development

   nucleoplasm

   organelle organization

   protein binding

   endonuclease activity

   nucleic acid binding

   obsolete intracellular organelle part

   obsolete organelle part

   nuclease activity

   cellular component organization

   obsolete nucleoplasm part

0.00 2.00 4.00 6.00 8.00 10.00 12.00 14.00

-log10(P-value)

G
O

 T
er

m

Os06g0167100 Os10g0396666

Os02g0741500

Os09g0121000

Os03g0744675

Os06g0574450

Os08g0223700

Os03g0685700

Os03g0711525

Os10g0431000
Os09g0530500

Os08g0487800

Os07g0669000

Os02g0142300

Os01g0533800

Os02g0301450

Os06g0102800

Os01g0552000

Os03g0261950
Os01g0552050

Os05g0593550

Os04g0625350
Os03g0352450

Os02g0247000

Os07g0564750

Os12g0566250

Os05g0392050

Os03g0192800

Os10g0511800

Os03g0711250

Os03g0815200

Os07g0619600
Os01g0650800

Os03g0265666

Os08g0154600
Os05g0463500 Os11g0137300

Os02g0710102

Os09g0409950

Os05g0563100

Os01g0819900

Os06g0664100

Os07g0173300

Os03g0593200

Os09g0553200

Os12g0489100

Os03g0816900

Os05g0506200

Os02g0152800

Os06g0113150
Os05g0374500

Os06g0731600

Os05g0290400
Os03g0112101

Os02g0631601

Os03g0683900
Os02g0831000

Os08g0295100

Os08g0323266

Os07g0134800

Os10g0368902

Os05g0494800

Os08g0206700

Os06g0247800

Os02g0202300 Os02g0101750

Os06g0496000

Os01g0943800

Os04g0432250 Os05g0398450

Os03g0790600

Os01g0626100
Os05g0447580

Os09g0410125
Os09g0279000

Os11g0209700

Os02g0664100

Os04g0218600

Os02g0114033

Os06g0505302
Os02g0106966

Os03g0554950

Os05g0100500
Os07g0648266

Os01g0533100

Os02g0553802

Os02g0817800

Os11g0482100

Os02g0204201
Os01g0672201

Os05g0583075

Os01g0765200

Os02g0830801

Os09g0121050

Os05g0446600

Os05g0132000

Os06g0181100 Os03g0210400
Os10g0559700

Os02g0708500

Os03g0781100
Os06g0562700

Fig. S5. GO enrichment and co-expression network of the brown module
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