CC:intracellular organelle

< Transcription factor
O Target gene

MF:DNA-binding transcription factor activity

BP:response to acid chemical

0.08

o
o
>

Link

Node Size
- 3

15
Degree =——>

0Os08g0510700 030651600
MYB 050240778200 Module assigned by WGCNA
v
050160656600 Brown
080690340600 Yellow
050290180200 @ Black
l 0020224300 Os 0490733200 010290507400 0s08q0472000 Turquoise
Apcz’fl:f’glg%-"é%‘;_f’”) HSFC1B o bZIP(gstIP66) i caralsaton @ Blue
S 050990407050 089490546400 050790592000
Osb4g0201800 080190191300 0880790507500 @ Green
Os07g0619600 ~ 050190682001 AC g ® Red
HB <Glutamine amidotransferase type-2 050390765400 osf 1190661101 Unclustered
ow‘eozsoo
Os11§0256050 051240638900
Os04g0550200 0566g0301300 v Os01g0192000  * 00290814900
APZ/ F v 030%90344200 Zinc_finger_ Adeny/yltransferase
oStagorisgo OS0190954500 Ykiown  C3HOSDOS) 05252’90777300
Unknown LRP% 050290104700
. 050890116700 ,23%%%@?5222
0s0490580300 4 0sD5g0541200 .
o 0sD190507500 050990538400 050240592700
Unknown 050590188100 050890378900
050990398200

EN
501g0640100 Oswyoo ososgosszgoo 050990530600 050390454300
MyB

0s™g0429100 95 Zinc-finger-C3H 0s07g0190600
050290182800 Unknown Ov0agI90200 05040606700
>
HB-KNOX(HOS58 0290575700 0sb490564700 051990394900
Unknown 050290161300
\
0s(gg0s541700 057090509100
051290169950 gsgggggg%g 0s10g0401000
s01g ‘
: > i ’
050690600700« Zine<finger-C3H
Unknown
0s0490583900 . 050490413900
0s01g0777700 WVYB ™ Senescence regulator
051090481000 _ 0sa
90475101
Os1090562100——
05069052440 \ MYBS2 050190178100
Unknown
050390799600
0s10g05§1900 1 / Unknown
051290569300
050290702800 Os01g031 3300/
Unknown
ARZ/ERF 2 050590417900
v Auxin-inducible protein
0s01g09t5800
051090533500 0511g0140400
0s01go1b1600 04290605300
0s0190603300 . 050290518400
MYB ¥ Unknown
096490540500
06390729100
0290210500
0s02g0782700 05020686100
AP2/ERF(OSEREBP1)

Fig. S12. The third type of regulatory network. The annotations in the upper left corner are the GO terms that minimize
the P-value in the enrichment analysis of all genes in the network; CC: cell components; MF: Molecular function; BP:
Biological process. Transcription factors are annotated with symbols or family names; descriptions of target genes reg-
ulated by more than two transcription factors are annotated.



