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3.91 130.95 40.20 121.43 13.50 253.97 1.04

3.12 125.88 45.28 130.84 12.16 240.02 1.39
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0.85 82.57 18.71 51.26 3.93 43.25 0.91
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Fig. S14. Verification of the expression of seven key genes in the green module.


