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EINP (only SNV)
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single gene (e.g. MLPA) [n=7]

several genes (2-10) [n=13]

multiple genes (<100) [n = 8]

multiple genes (>100) [n = 16]

genome/exome wide (array) [n=15]

genome/exome wide (WES/WGS) [n = 5]

unclear [n=3]

NP [n = 48]

100

ADTKD  CAKUT et *T NS Y onaed | oniase | bwopatty  ESKD DOy
single gene (e.g. MLPA) 1 0 1 3 0 1 0 1 0 0 7
several genes (2-10) 1 1 7 1 0 3 0 0 0 0 13
multiple genes (<100) 0 1 1 1 2 1 0 2 0 0 8
multiple genes (>100) 0 3 0 2 1 0 0 1 3 6 16
genome/exome wide (array) 0 11 0 2 0 0 0 0 0 2 15
genome/exome wide (WES/WGS) 0 2 1 0 0 0 0 0 1 1 5
unclear 0 0 0 0 0 1 0 0 1 1 3
NP 2 7 3 6 12 5 4 1 0 8 48
Total 4 25 13 15 15 11 4 5 5 18 115




