Table EV2. In silico analysis to identify other putative targets of miR-182-3p.

Analysis of miR-182-3p putative targets was performed by using the online prediction software TargetScan 8.0 (Agarwal et al, 2015;
McGeary, Lin et al, 2019).
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CLVS1
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VAMP3
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HLA-A
0GG1
PYROXD1
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ENST00000306005.3
ENST00000540528.1
ENST00000306185.3
ENST00000396613.3
ENST00000379245.4
ENST00000486180.1
ENST00000308683.2
ENST00000570394.1
ENST00000541421.2
ENST00000539076.1
ENST00000318129.5
ENST00000368931.3
ENST00000521500.2
ENST00000260605.8
ENST00000518592.1
ENST00000262962.7
ENST00000054666.6
ENST00000381466.1
ENST00000299413.5
ENST00000302517.3
ENST00000355016.3
ENST00000255559.3
ENST00000305786.2
ENST00000526627.1
ENST00000425006.2
ENST00000396634.1
ENST00000302008.8
ENST00000240651.9
ENST00000371065.4
ENST00000536792.1
ENST00000395144.2
ENST00000402966.1
ENST00000368850.3
ENST00000509852.1
ENST00000300605.6
ENST00000371711.4
ENST00000393946.2
ENST00000392237.2
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RPGR
CMTM7
ZNF677
C3orf55
PMFBP1
IL36G
C1lorf147
FOXN4
KLHL13
NEUROD4
SLC38A1
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GABPA
CCNL2
CRIM1
FANCC
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UBE2I
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SBF1
TP53INP2
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RABGAP1L
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ZFP36L2
RP11-758M4.1
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ENST00000355216.1
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ENST00000371217.5
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ENST00000523118.1
ENST00000296121.4
ENST00000360421.4
ENST00000358290.4
ENST00000382357.3
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hsa-miR-182-3p
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-0,34
-0,27
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-0,32
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-0,45
-0,32
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SERINC4
METTL4
MMP8
CNIH4
ZNF667
PIGL
CBFB
SLC7A8
PABPCA4L
RNF141
TAF11
KCNJ10
HSD17B6
DUSP6
RGS22
TNNI3K
FPGT-TNNI3K
CDCP2
TOR1B
RP11-650K20.3
ANGPT2
C100rf111
SH3BGR
NRAS
CASC1
ZNF800
CALCOCO2
DOK1
C1orf68
CDH11
PTDSS2
SERPINB7
CXCR2
PMP2
MFAP3
NUP153
MRPS17
AC106017.1
FAM216B
WWP1
AMMECR1
DLEU7
ZWILCH
LUZP2
SRSF1
CCDC152
LRRD1
DUSP10
LEMD1
ALDH1A2
CNTD1
TMEM155
SDC4
TUB
DUSP16
KRT5
GPRIN3
CCNG1
MLKL
LRRC18
DNAJC5
C5orf42
GEMIN7
DCTN5
FAM122C
KRTAP5-10

ENST00000299969.6
ENST00000319888.6
ENST00000236826.3
ENST00000465271.1
ENST00000591790.1
ENST00000225609.5
ENST00000290858.6
ENST00000469263.1
ENST00000421491.3
ENST00000265981.2
ENST00000420584.2
ENST00000368089.3
ENST00000554643.1
ENST00000279488.7
ENST00000360863.6
ENST00000370891.2
ENST00000557284.2
ENST00000371330.1
ENST00000259339.2
ENST00000551650.1
ENST00000325203.5
ENST00000378207.3
ENST00000380637.3
ENST00000369535.4
ENST00000354189.5
ENST00000393313.1
ENST00000258947.3
ENST00000340004.6
ENST00000368775.2
ENST00000394156.3
ENST00000308020.5
ENST00000398019.2
ENST00000318507.2
ENST00000256103.2
ENST00000436816.1
ENST00000262077.2
ENST00000426595.1
ENST00000436914.1
ENST00000537894.1
ENST00000517970.1
ENST00000262844.5
ENST00000504404.1
ENST00000307897.5
ENST00000533227.1
ENST00000258962.4
ENST00000361970.5
ENST00000343318.5
ENST00000366899.3
ENST00000367154.1
ENST00000249750.4
ENST00000588408.1
ENST00000394396.1
ENST00000372733.3
ENST00000305253.4
ENST00000298573.4
ENST00000252242.4
ENST00000609438.1
ENST00000340828.2
ENST00000306247.7
ENST00000374160.3
ENST00000360864.4
ENST00000508244.1
ENST00000270257.4
ENST00000300087.2
ENST00000370785.3
ENST00000398531.1

hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
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hsa-miR-182-3p
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hsa-miR-182-3p
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-0,29
-0,48
-0,26
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-0,26
-0,26
-0,26
-0,26
-0,26
-0,32
-0,25
-0,25
-0,25
-0,25
-0,37
-0,25
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-0,25
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-0,25
-0,25
-0,25
-0,25
-0,25
-0,25
-0,27
-0,26
-0,29
-0,39
-0,36
-0,25
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-0,25
-0,25
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-0,24
-0,24
-0,39
-0,46
-0,27
-0,26
-0,24
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LHFPL3
ZBTB9
LLGL1
MLIP
ZNF599
SEPT11
CYP3A5
FAM91A1
LSM12
HAVCR1
ZNF185
AARS
CC2D2A
LRRC15
VHLL
PTGES3L
SAMD5
AMIGO1
GPR31
FAT1
PAK4
TMCC1
PHACTR2
RTP4
TNC
DPF3
C8orf37
TIFA
TAGLN
SLCO1A2
C20orf27
SNX22
NDRG3
ADIPOR2
ZSCAN29
RTCB
C8orf86
AP3S2
GJA9
ZNF684
COA6
SEC24D
SEMA3D
TMEM26
PARM1
SPATA20
PTMA
UBE3D
C9orf47
AC093677.1
HDACS8
DRAXIN
MTRF1L
KBTBD7
DDI2
KRTAP5-11
PLAC9
LGSN
PIAS2
FRMD6
SLC22A5
FCGR3B
HLA-DQB2
RAB6C
CARDS8
RBL1

ENST00000535008.1
ENST00000395064.2
ENST00000316843.4
ENST00000274897.5
ENST00000587354.2
ENST00000264893.6
ENST00000339843.2
ENST00000334705.7
ENST00000585388.1
ENST00000523175.1
ENST00000535861.1
ENST00000261772.8
ENST00000511544.1
ENST00000347624.3
ENST00000339922.3
ENST00000453594.1
ENST00000367474.1
ENST00000369864.4
ENST00000366834.1
ENST00000441802.2
ENST00000599386.1
ENST00000432054.2
ENST00000427704.2
ENST00000259030.2
ENST00000340094.3
ENST00000541685.1
ENST00000286688.5
ENST00000361717.3
ENST00000532870.1
ENST00000307378.6
ENST00000217195.8
ENST00000325881.4
ENST00000373803.2
ENST00000357103.4
ENST00000562072.1
ENST00000451746.2
ENST00000358138.1
ENST00000336418.4
ENST00000454994 .2
ENST00000372699.3
ENST00000366615.4
ENST00000429811.2
ENST00000284136.6
ENST00000399298.3
ENST00000513238.1
ENST00000006658.6
ENST00000409115.3
ENST00000369747.3
ENST00000375851.2
ENST00000600169.1
ENST00000439122.2
ENST00000294485.5
ENST00000367231.5
ENST00000379483.3
ENST00000480945.1
ENST00000398530.1
ENST00000372263.3
ENST00000370658.5
ENST00000585916.1
ENST00000395718.2
ENST00000245407.3
ENST00000367964.2
ENST00000435145.2
ENST00000410061.2
ENST00000520753.1
ENST00000598590.1
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-0,24
-0,34
-0,28
-0,24
-0,24
-0,24
-0,33
-0,34
-0,24
-0,23
-0,23
-0,23
-0,24
-0,27
-0,26
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-0,23
-0,24
-0,26
-0,23
-0,27
-0,23
-0,24
-0,39
-0,28
-0,23
-0,23
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-0,23
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-0,23
-0,23
-0,23
-0,24
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AVIL

GIF
TCHP
SNX31
TMEM176A
CCDC27
VWC2L
H2AFX
HS2ST1
KRTAPS5-2
CLINT1
AJUBA
HMGXB4
LPCAT2
ACTR3C
FAM222B
SLIT2
NTSR2
AL033381.1
FCGR3A
IMPG1
ZNF233
CABP1
ANGPTL7
GMEB2
FLI1
DHODH
BMP6
IP6K1
C11orf87
CHRNA9
EPS8L3
SPDL1
VAPB
DDHD1
EMP2
UBL3
MTCP1
CCT3
BIRC6
CYP27B1
HFM1
MTMR2
MSANTD3
APOL4
TTLL9
RHOU
XG
SLC25A6
KRT84
OR13G1
CDKN2A
RBMS3
ISCU
DUSP26
AC008267.1
LINGO4
C9orf152
WDR1
TMEM164
LDLRAP1
NKAIN3
DOK2
SLCIC2
SLC4A5
SNX10

ENST00000537081.1
ENST00000257248.2
ENST00000405876.4
ENST00000311812.2
ENST00000004103.3
ENST00000294600.2
ENST00000427124.1
ENST00000530167.1
ENST00000370550.5
ENST00000412090.1
ENST00000523094.1
ENST00000262713.2
ENST00000216106.5
ENST00000262134.5
ENST00000252071.4
ENST00000582266.1
ENST00000504154.1
ENST00000306928.5
ENST00000314040.1
ENST00000367969.3
ENST00000369963.3
ENST00000592581.1
ENST00000453000.1
ENST00000376819.3
ENST00000370069.1
ENST00000527786.2
ENST00000219240.4
ENST00000283147.6
ENST00000468463.1
ENST00000327419.6
ENST00000310169.2
ENST00000361852.4
ENST00000265295.4
ENST00000395802.3
ENST00000323669.5
ENST00000359543.3
ENST00000380680.4
ENST00000369476.3
ENST00000295688.3
ENST00000421745.2
ENST00000228606.4
ENST00000294696.5
ENST00000346299.5
ENST00000395067.2
ENST00000404685.3
ENST00000375921.2
ENST00000366691.3
ENST00000426774.1
ENST00000381401.5
ENST00000257951.3
ENST00000359688.2
ENST00000498124.1
ENST00000396583.3
ENST00000338291.4
ENST00000256261.4
ENST00000600021.1
ENST00000368820.3
ENST00000400613.4
ENST00000499869.2
ENST00000372073.1
ENST00000374338.4
ENST00000523211.1
ENST00000276420.4
ENST00000367714.3
ENST00000423644.1
ENST00000396376.1

hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p
hsa-miR-182-3p

-0,23
-0,23
-0,23
-0,23
-0,23
-0,23
-0,23
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21

-0,23
-0,23
-0,24
-0,23
-0,23
-0,23
-0,23
-0,23
-0,26
-0,22
-0,22
-0,22
-0,23
-0,23
-0,22
-0,23
-0,32
-0,22
-0,22
-0,22
-0,22
-0,23
-0,22
-0,22
-0,22
-0,35
-0,22
-0,22
-0,27
-0,22
-0,22
-0,22
-0,22
-0,25
-0,36
-0,22
-0,22
-0,22
-0,22
-0,22
-0,29
-0,22
-0,22
-0,34
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,22
-0,38
-0,44
-0,67
-0,21
-0,21
-0,21
-0,21
-0,23
-0,24
-0,21
-0,21
-0,21
-0,21
-0,21
-0,21



C120rf42
FAM206A
TRIM10
RBM3
PSMG4
FAM49A
MAP3K5
TFIP11
RASL12
HIST1H4I
USP18
RABGA
AC022498.1
SLC2A12
ADAT2
CD8A
CA3
ELK3
PIN1
TBC1D31
Cborf45
ZNF786
DUSP1
STXBP4
CYP1A1
PPAN-P2RY11
MOB1B
ROM1
CELF2
PRELID2
PACSIN2
PEX12
CYP3A4
OVCA2
POLR2K
RAB27A
SPACA7
BCL2L1
CHST14
CTNND1
TRPC5
KCNQ3
ZFP69B
SMIM8
MAP6D1
YD
TRIQK
C1orf131
TCERG1
OLFML2A
LRAT
CCDC141
GIMAP5
ATG4A
MAML2
WDR26
DOCK9
FBRSL1
ARHGAP24
FAM227A
MSL3
SMC5
BEND4
TRAK1
TMEM150A
B3GALT2

ENST00000548883.1
ENST00000322940.6
ENST00000449742.2
ENST00000354480.2
ENST00000473000.2
ENST00000381323.3
ENST00000359015.4
ENST00000407690.1
ENST00000220062.4
ENST00000354348.2
ENST00000215794.7
ENST00000310653.6
ENST00000392468.2
ENST00000275230.5
ENST00000606514.1
ENST00000456996.2
ENST00000285381.2
ENST00000228741.3
ENST00000247970.4
ENST00000378080.2
ENST00000518219.1
ENST00000316286.9
ENST00000239223.3
ENST00000376352.2
ENST00000379727.3
ENST00000428358.1
ENST00000309395.2
ENST00000534093.1
ENST00000379261.4
ENST00000334744.4
ENST00000263246.3
ENST00000225873.4
ENST00000354593.2
ENST00000572195.1
ENST00000353107.3
ENST00000396307.2
ENST00000283550.3
ENST00000376062.2
ENST00000306243.5
ENST00000524630.1
ENST00000262839.2
ENST00000388996.4
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NHLH1
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